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I1I-1 Introduction

The HIV-2/SIVsmm alignment contains HIV-2 genomes, plus
examples from related species SIVmne, SIVstm, and SIV-
mac. Compared to HIV-1, fewer HIV-2 genomes have been se-
quenced, so we are able to include all available HI'V-2 genomes,
removing only problematic sequences and multiples from the
same patient.

The HIV-2/SIVsmm family is presented together in spite
of their different hosts, because their genomic structure is the
same—the complete SIV alignment (presented in the next chap-
ter along with a few HIV-1 sequences) is much more stretched
out because of the presence of a vpx and absence of vpu genes
in some of these viruses.

The Mac239 sequence (accession M33262) is the master se-
quence in this alignment. The alignment was generated by a
HMMER model, then subsequently codon-aligned using Gene-
Cutter and manual edits to fix obvious misalignments. The
alignment presented cannot be considered an “optimal align-
ment” to any single criterion; it is a compromise between opti-
mal alignment, readability, and codon alignment. In the down-
loadable version of this alignment, gaps have been introduced
in multiples of 3 bases to maintain open reading frames when
the alignment is translated.
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I1I-2 Annotated features

Features of HIV-2 annotated in the alignment that follows.

156

Annotated features

Feature Location Page
5’ LTR U3 start 1 161]
TCF-1 alpha 309-324 1621
NE-k-B-II 415-424 163)
NE-k-B-I 441-449 164
TATA Box 488-493 164
TAR element start 518 1641
5" LTR U3 end 520 164
+1 mRNA start site 521 164
5’ LTR R repeat begin 521 1641
TAR element end 642 165
Poly-A signal 671-676 1651
5" LTR R repeat end 694 165!
5" LTR US start 695 165}
5’ LTR U5 end 818 166)
Lys tRNA primer binding site 821-839 1661
Gag and Gag-Pol start 1053 163]
Gag p17 Matrix end 1457 70|
Gag p24 Capsid start 1458 170)
Gag p24 Capsid end 2144 174
Gag p2 Spacer start 2145 174]
Gag p2 Spacer end 2195 174]
Gag p8 Nucleocapsid start 2196 174]
Gag p8 Nucleocapsid end 2351 175
Gag pl Spacer start 2352 175
Gag-Pol -1 ribosomal slip site 2354 1751
Pol start 2351 175
Gag p1 spacer end 2393 1761
Gag p6 start 2394 1761
Pol Protease start 2555 1771
Gag p6 end 2585 177
Gag end 2585 177
Pol Protease end 2851 170)
Pol p66 and p51 RT start 2852 170)
Pol RT end 4168 187
Pol p15 RNAse H start 4169 1871
Pol RNAse H end 4528 189
Pol p31 Integrase start 4529 189)
Vif start 5340 194
Pol, Gag-Pol, and p31 Integrase end 5410 194
Vpx start 5812 1971
Vif end 5984 193]
Vpx end 6150 199)
Vpr start 6151 199)
Tat exon 1 start 6302 00|
Vpr end 6456 200)
Rev exon 1 start 6528 201}
Tat Rev exon 1 end 6597 201
Tat Rev intron start 6598 01|
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Annotated features

Feature Location Page
Env start 6604
Env signal peptide end 6669
Env gp120 start 6670
V1 loop start 6940
V1 loop end 7104
V2 loop start 7108
V2 loop end 7236
V3 loop start 7534
V3 loop end 7635
V4 loop start 7807
V4 loop end 7899
VS5 start 8017
V5 end 8034
Rev Responsive Element (RRE) start 8123
Env gp120 end 8178
Env gp41 start 8179
RRE end 8479
Tat Rev intron end 8805
Tat Rev exon 2 start 8806
Tat end 8902
Rev end 9059
Nef start 9077
Env gp41, gp160 end 9243
Premature stop in SMM239 9355

3’ LTR U3 start 9462
TCF-1 alpha binding 9770-9785
Nef end 9868
NF-«-B-II 9876-9884
NF-x-B-1 9891-9900
TATA box 9949-9955
TAR element start 9980

3’ LTR U3 end 9978

3’ LTR repeat start 9979
TAR element end 10103
Poly-A signal 10132-10137
3’ LTR R repeat end 10155
3’ LTR US start 10156
3’ LTR U5 end 10279

HIV-2/SIV Complete Genomes
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I1I-3 Sequences

Sequences included in the HIV-2/SIV complete genome alignment.

Sequences

Name Accession  Country Author Reference
MAC.US .x.239 M33262 United States  Kestler, H. Science 248(4959):1109-1112
(1990)
A.CIL.88.UC2 U38293 Cote Barnett, S.W. Virology 222(1); 257-61 (1996)
D’Ivoire
A.DE.x.BEN M30502 Germany Kirchhoff, F. Virology 177(1):305-311 (1990)
A.DE.x.PEI2_KR_KRCG 022047 Germany Kraus, G. ARHR 14(1); 65-77 (1998)
A.FR.00.LA38 KY025539| France Yamaguchi, J. ARHR 2016 Nov 2
A.FR.01.LA42 KY025543  France Yamaguchi, J. ARHR 2016 Nov 2
A.FR.02.LA36GomM KU168287, France Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)
A.FR.93.LA37 KY025538  France Yamaguchi, J. ARHR 2016 Nov 2
A.FR.96.LA40 KY025541  France Yamaguchi, J. ARHR 2016 Nov 2
A.FR.98.LA39 KY025540, France Yamaguchi, J. ARHR 2016 Nov 2
A FR.98.LA41 KY025542| France Yamaguchi, J. ARHR 2016 Nov 2
A.GH.x.GH1 M30895 Ghana Hasegawa, A. ARHR 5(6):593-604 (1989)
A.GM.87.D194 J04542 Gambia Kuehnel, H. Proc Natl Acad Sci USA
86(7):2383-2387 (1989)
A.GM.x.ISY_SBL_6669_85 104498 Gambia Franchini, G. Proc Natl Acad Sci USA
86(7):2433-2437 (1989)
A.GM.x.MCN13 AY509259] Gambia Schmitz, C. J Virol 78(4):2006-2016 (2004)
A.GW.86.FG_clone_NIHZ J03654 Guinea- Zagury, J.F. Proc Natl Acad Sci USA
Bissau 85(16):5941-5945 (1988)
A.GW.87.CAM2CG DO00835 Guinea- Tristem, M. J Gen Virol T2(PT 3):721-724
Bissau (1991)
A.GW.x.MDS 748731 Guinea- Becker, M. Unpublished
Bissau
A.IN.O7.NNVA EU980602| India Gurjar, S.R. JAIDS 52(3); 329-35 (2009)
A.IN.95.CRIK_147 DQ307022  India Santhosh, C.V. ARHR 24(10); 1315-7 (2008)
A.JP.O8.NMC786_clone_41 AB731742  Japan Umeki-Sakamoto, Unpublished
Y.
A.PT.x.ALI AF082339  Portugal Reeves, J.D. J Virol 73(9); 7795-804 (1999)
A.SN.85.ROD M15390 Senegal Clavel, F. Nature 324(6098):691-695 (1986)
A.SN.86.ST_JSP4_27 M31113 Senegal Kumar, P. J Virol 64(2):890-901 (1990)
B.CI.88.UCl1 L07625 Cote Barnett, S.W. J Virol 67(2):1006-1014 (1993)
D’Ivoire
B.CI1.x.20_56 AB485670  Cote Takekawa, N. Unpublished
D’Ivoire
B.CI.x.EHO U27200 Cote Rey-Cuille, M.A. Virology 202(1):471-476 (1994)
D’Ivoire
B.FR.00.LA44 KY025545| France Yamaguchi, J. ARHR 2016 Nov 2
B.FR.98.1L.A43 KY025544| France Yamaguchi, J. ARHR 2016 Nov 2
B.GH.86.D205_ALT X61240 Ghana Dietrich, U. Nature 342(6252):948-950 (1989)
B.JP.01.IMCJ_KRO020_1 AB100245  Japan Kusagawa, S. ARHR 19(11):1045-1049 (2003)
G.CI1.92.Abt96 AF208027  Cote Brennan, C.A. ARHR 13(5):401-404 (1997)
D’Ivoire
AB.CM.03.03CM_510_03 EU028345  Cameroon Yamaguchi, J. ARHR 24(1):86-91 (2008)
H2_01_AB.CI.90.7312A L36874 Cote Gao, F. Unpublished
D’Ivoire
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M33262
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U38293
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30502
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U22047
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025539
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025543
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168287
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025538
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025541
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025540
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025542
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30895
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04542
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04498
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509259
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J03654
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D00835
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Z48731
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU980602
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ307022
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731742
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082339
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M15390
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31113
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L07625
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485670
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U27200
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025545
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025544
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X61240
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB100245
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF208027
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU028345
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L36874

Sequences
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Name Accession  Country Author Reference
H2_01_AB.JP.04.NMC307_20 AB731738  Japan Umeki-Sakamoto, Unpublished
Y.
H2_01_AB.JP.0O7.NMC716_01 AB731740  Japan Umeki-Sakamoto, Unpublished
Y.
H2 _01_AB.JP.O8.NMC842 10 AB731744,  Japan Umeki-Sakamoto, Unpublished
Y.
U.CIL.07.07IC_TNP3 KC693505  Cote Ayouba, A. AIDS 27(15):2488-2491 (2013)
D’Ivoire
U.FR.96.12034 AY530889| France Damond, F. ARHR 20(6):666-672 (2004)
U.US.08. NWKO08 KP890355  United States Bond, N.G. Unpublished
MAC.US x.17EC1 AY033233]  United States Anderson, M.G. Virology 195(2):616-626 (1993)
MAC.US.x.251_1A1l M76764 United States  Marthas, M.L. J Med Primatol 18(3-4):311-9
(1989)
MAC.US.x.251_32H_PJ5 D01065 United States  Rud, E.-W. (in) Brown,F, Chanock,RM and
Ginsberg, HS(Eds); VACCINES 92
MODERN APPROACHES TO
NEW VACCINES INCLUDING
PREVENTION OF AIDS:
229-235; Cold Spring Harbor
Laboratory Press, New York (1992)
MAC.US.x.251_BK28 M19499 United States  Hirsch, V. Cell 49(3):307-319 (1987)
MAC.US.x.MM142_IVMXX Y00277 United States  Chakrabarti, L. Nature 328(6130):543-547 (1987)
MNE.US.82.MNE_8 M32741 United States  Kimata, J.T. J Virol 72(1):245-256 (1998)
MNE.US.x.MNEO027 U79412 United States  Kimata, J.T. J Virol 72(1):245-256 (1998)
SMM.CI.79.S1VsmCI2 JX860430  Cote Fischer, W. J Virol 86(24):13217-13231 (2012)
D’Ivoire
SMM.LR.89.SIVsmLIB1 JX860431 Liberia Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.SL.92.SIVsmSL92A JX860432  Sierra Leone  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.SL.92.SL.92B AF334679  Sierra Leone  Chen, Z. J Virol 70(6):3617-3627 (1996)
SMM.US.04.G078 JX860415 United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.G932 JX860416  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M919 JX860417  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M922 JX860418  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M923 JX860419  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M926 JX860420  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M934 JX860421 United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M935 JX860422  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M940 JX860423 United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M946 JX860424  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M947 JX860425 United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M949 JX860426  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M950 JX860427  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M951 JX860428  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M952 JX860429  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.05.D215 JX860413 United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.06.FTq JX860414  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.11.SIVsmE660_FL10 JQ864084  United States Wu, F. J Virol 86(16); 8835-47 (2012)
SMM.US.86.CFU212 JX860407  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.x.F236_H4 X14307 United States  Hirsch, V.M. Nature 339(6223); 389-92 (1989)
SMM.US.x.H9 M80194 United States  Courgnaud, V. J Virol 66(1):414-419 (1992)
SMM.US.x.PBJA M31325 United States  Dewhurst, S. Nature 345(6276):636-640 (1990)
SMM.US.x.PGM53 AFO077017  United States Novembre, F.J. J Virol 72(11):8841-8851 (1998)
SMM.US.x.SME543 U72748 United States  Hirsch, V. J Virol 71(2):1608-1620 (1997)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731738
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731740
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731744
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC693505
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY530889
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP890355
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY033233
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M76764
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D01065
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M19499
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Y00277
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M32741
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U79412
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860430
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860431
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860432
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF334679
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860415
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860416
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860417
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860418
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860419
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860420
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860421
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860422
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860423
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860424
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860425
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860426
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860427
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860428
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860429
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860413
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860414
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864084
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860407
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X14307
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M80194
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31325
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077017
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U72748
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Sequences

Name Accession  Country Author Reference
SMM.US.x.pE660.CG7G JX648292  United States  Lopker, M. J Virol 87(10); 5477-92 (2013)
STM.US.89.STM_37_16 M83293 United States Novembre, F.J. Virology 186(2):783-787 (1992)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M83293
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5’ LTR U3 start

MAC.US.x.239 TGGAAGGGATTTATTACAGTGCAAGAAGA . CATAGAATCTTAGACATATACTTAGAAAAGGAAGAAGGCATCATACCAGATTGGCAGGATTACACCTCAGGACCAGGAATTAGATACCCAAAGACATTTGGCTGGCTATGGAAATTAGTCCCTGTAAATGTATCAGATGA
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IN:95.CRIK 147
JP.08.NMC786_clone 41
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SN.85.ROD
SN.86.ST_JSP4_27
CI.88.UCL
CI.x.20 56
CI.X.EHO
FR.00.LA44 c G A-----CA--C----G
FR.98.LA43 A--A---G-AA-GG- -ACA- -
GH.86.D205 ALT AG ¢ c G-----GC-G--A--A---G-G--GC---CA-C
JP.01.IMCI"KRO20_1 . . . e
CI.92.Abt96

AB.CM.03.03CM 510 03 . . .

H2_ 01 AB.CI.90.7312A - AG-TGGT-GA-

H2-01-AB.JP.04.NMC307 20 T--AG-CT-T-GA-

H2~01"AB.JP.07.NMC716-01 --AG-CT-T-GA-

H2~01"AB.JP.08.NMC842"10 T T--AG-CT-T-GA-

U.CI.07.07IC TNP3

U.FR.96.12034

U.US.08.NWK0O8

MAC.US.x.17ECL
MAC.US.x.251 1A11

US X! K.
MAC U3 . MM142. TVMXX
MNE.US.82.MNE_8
MNE.US . . MNEG27
SMM.CT.79.SIVsmCI2
SMM.LR.89.5TVsmLIB1
SMM.SL.92.5TVsmSL92A
SMM.SL.92.5L928

SMM.US.04.G078
SMM.US.04.G932

SMM. US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C

SMM. US. x. F236 H4
SMM. US.x.H9
SMM.US.x.PBJA
SMM. US. x.PGM53

SMM. US. x.SME543
SMM.US.x.pE660.CG7G
STM.US.89.STM_37_16
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CI.

AB.C
H2 0

H2_01_AB.JP.04.NMC307_20
H2"01"AB.JP.07.NMC716_01
H2”01”AB.JP.08.NMC842"10

U.CI.07.07IC TNP3
U.FR.96.12034
U.US.08.NWK08
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H P15
MAC.US.x.251 BK2
MAC.US. x.MM11271VMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
SMM.US.04.G078
SMM.US.04.G932

SMM. US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI smEGG@ FL10
SMM.US.86.C

SMM. US. x. F236 H4
SMM. US.x.H9
SMM.US.x.PBJA

SMM. US.x.PGM53

SMM. US. x.SME543
SMM.US. x.pE660.CG7G
STM.US.89.STM_37_16

US.x.239
.88.UC2

.X.BEN
.X.PEI2_KR_KRCG
00.LA38

.01.LA42
.02.LA36GomM
3. 7

X
.87.D
X ISY SBL 6669 85
.x MCN
. FG clone_NIHZ
.87 CAM2CG

DS

:95.CRIK 147
.08.NMC786 clone 41
X.ALI -

.85.R0D
.86.ST_JSP4_27

186.D205 ALT
.01.IMCI"KRO20_1
92.Abt96

M.03.03CM 510 03
1 AB.CI.90.7312A

sawouan g-AlH

T--TGAG--CACA--C-
T-GTGAC- ---T---C-T-AAG-A

~TCAAC--G-T-
-TCAAC-AG-T-

TCEF-1 alpha
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MAC.

US.x.239
.88.UC2

.X.BEN
.X.PEI2_KR_KRCG
00.LA38

A.

A.

A.

A.FR.

A.FR.01.LA42
A.FR.02.LA36GomM
A.FR.93.LA37
A.FR.96.LA40
A.FR.98.LA39
A.FR.98.LA41
A.GH.x.GHl

A.GM.87.D

A.GM.x. ISY SBL 6669 85
A.GM.x. MCN

A.GW. 8! FG clone_NIHZ
A.Gw.87 CAM2CG

A.GW.x DS

A.IN.O

A.IN.95.CRIK 147
A.JP.08.NMC786_clone_41
A.PT.x.ALI - -
A.SN.85.R0OD
A.SN.86.ST_JSP4_27
B.CI.88.UC1

B.CI.x.20 56
B.CI.x.EHD
B.FR.00.LA44
B.FR.98.LA43
B.GH.86.D205 ALT
B.JP.01.IMCI”KR0O20_1
6.CI.92.Abt96
AB.CM.03.03CM_510_03
H2 01 AB.CI.90.7312A
H2”01”AB.JP.04.NMC307_20
H2”01"AB.JP.07.NMC716-01
H2_01”AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12034
U.US.08.NWK08
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US. x.MM11271VMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
SMM.US.04.G078
SMM.US.04.G932

SMM. US.04.M919
SMM.US.04.M922
SMM.US.04.M923
SMM.US .04 .M926
SMM.US.04.M934
SMM.US.04.M935
SMM. US . 04.M940

SMM. US.04.M946

SMM. US.04.M947
SMM. US . 04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGG@ FL10
SMM.US.86.C

SMM. US. x. F236 H4

SMM. US.x.H9
SMM.US.x.PBJA

SMM. US.x.PGM53
SMM.US.x.SME543
SMM.US.x.pE660.CG7G
STM.US.89.STM_37_16

NF-x-B-II
—_—

........................................................... AAACTCGCTGAAACAGCAGGGACTTTCCACAA GGGGATGT

AGTGAATAA ...... CAGGAACAACCATACTTGGTCAAAGCAGGAAGTAGCTACTAAG- -A-A----- G--T----mmmmmm - G--.----C---
. CAGGAACA, CCATACTTGGTCAAGGCAGGAAGTAGCTACTAAG——AC G
.AGTTAA. .AGA.CAGGAACAGCTATATTTGGTCAGAACAGGAAGTAGATGA. .. ......
AGGAACAGCTATACTTGGTCAGGGCAGGAAGTAGCTATT.
. .AGGAACAGCTATATTTGGTCAGGGCAGGAAGCAACTGCT .
.. .AGGAACAGCTATATATGGTCTGGGCAGGAAGTAACTGCT.
.. .AGGAACAGCTATACTTGGTCATGGCAGGAAGTAGCTACT.
...AGGAACAGCTATACTTGGTCAGGGCAGGAAGTAACTAGC.
.. .AGGAACAGCTATACTTGGTCAGGGCAGG .
..AGGAACAACCATACTTGGTCTGGGCAGGAAGTAGCTACT.

=

B IR
[alalalalalalalolel

[alalalalalalalalal

. A TAG! ACT AG. AAC
e .AGGAACTAGCTGACAGTGCATAA. . ACAGGAACT .
AACAGCACAAAG. . .......... GG
. CCTAAAAAGGAACTAGCTGACAGTGCATAAGAAA. . . ..
AGCATAAACAGGAACTAGCTGACACTGCACAAGAGGA ,
AGGAACTAGCTGACACTGCACAAG AAGG A

AGACTAG-CAGGA
AGA - TAGACAGGA
C- CAGACTAGACAGGA--CAGCAG
--CAGATTAG-CA----G

ffCAGATTAG CA-GAG- CAGCAGCAT

>

=
>>>
Ao

A C»-CAGA TAGACAGGA- - - CAGCAGCATAAA. . ..
A-C--CAGA- TAGACAGGA--ACAACAGCATAAA....
A-C--CAGA-TAGACAGGA- -ACA ATAAA. ..
A-C--CAGA-TAGACAGGA- GACAGCAGCATAAA....

-»ATGG. GAGGAACTAGCTGACGCTGCATAAGAAAGGAAACTGGCT
TAGCTGACGCTGCATAAGAAAGGAAACT.
GCTGACGCTGCATAAGAAAGGAAACT .

GGGGAACTAGCTGACACTGCATAAGAAAGGAAACT

. A
--ATGG. -AGGCT--A--G- AA—

AACTCGCTGA. . ..
AACTAGATGA. . ..

-AAACTCGCTGA. . ..
-G--AAACTCGCTGA. . ..

AACAAGCT
SAAACGAGCTGA. Lottt ettt et e
-G--AAACAAGCTGA. . .. .GACAGCAGGGACTTTCC.AC-

HIV-2 Genomes
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CI.

AB.C
H2 0

H2_01_AB.JP.04.NMC307_20
H2"01"AB.JP.07.NMC716_01
H2”01”AB.JP.08.NMC842"10

U.CI.07.07IC TNP3
U.FR.96.12034
U.US.08.NWK08
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H P15
MAC.US.x.251 BK2
MAC.US. x.MM11271VMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
SMM.US.04.G078
SMM.US.04.G932

SMM. US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C

SMM. US. x. F236 H4
SMM. US.x.H9
SMM.US.x.PBJA

SMM. US.x.PGM53

SMM. US. x.SME543
SMM.US. x.pE660.CG7G
STM.US.89.STM_37_16

US.x.239
.88.UC2

.X.BEN
.X.PEI2_KR_KRCG
00.LA38

.01.LA42
.02.LA36GomM
3. 7

X
.87.D
X ISY SBL 6669 85
.x MCN
. FG clone_NIHZ
.87 CAM2CG

DS

:95.CRIK 147
.08.NMC786 clone 41
X.ALI -

.85.R0D
.86.ST_JSP4_27

186.D205 ALT
.01.IMCI"KRO20_1
92.Abt96

M.03.03CM 510 03
1 AB.CI.90.7312A

sawouan g-AlH

+1 mRNA start site
TAE element start
NF-x-B-1 TATA Box 5" LTR U3 end 5’ LTR R repeat begin

— ——=
TAC. . GGGGAGGTACTGGGGAGGAGCCGGTCGGGAACGCCCACTTTCTTGATGTATAAATATCACTGCATTTCGCTCTGTATT. CAGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGGAGGTTCTCTCCAGCACTAGCAGGTAGAGCCTGGGTGTTCCCTGCTAG
C

T-AAGCCTC-
T-AAT-CTC-
T-AAT-CTC-
T-AAT-CTC-

G
.==-AC---G-A------C-A-T--A--C--GGTAGCACTAGCA-GT
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MAC.US.x.239
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CI.

AB.C
H2 0

H2_01_AB.JP.04.NMC307_20
H2"01AB.JP.07.NMC716_01
H2_01”AB.JP.08.NMC842"10

CI.

u.
U.FR.96.

u.us.

.88.UC2

.X.BEN

.X.PEI2_KR_KRCG
00.LA38

.01.LA42
.02.LA36GomM
3. 7

X
.87.D
X ISY SBL 6669 85
.x MCN
. FG clone_NIHZ
.87 CAM2CG

DS
.95.CRIK 147
.08.NMC786_clone_41
X.ALI

.85.R0D
.86.ST_JSP4_27

186.D205 ALT
.01.IMCI"KRO20_1
92.Abt96

M.03.03CM 510 03
1 AB.CI.90.7312A

07.07IC TNP3
12034
08.NWKo8

.US.x.17EC1
.US.x.251 1Al11

US.x.25

(U2 X inlas TvMXx
.US.82.MNE_8
1US.x.MNE§27
.CI.79.SIVsmCI2
"LR.89.STVsmLIB1
1SL.92.5TVsmSL92A
15L.92.51928

c
[
OHOUARARARRRARRARRRRRS

- PE660.CG7G
9.STM 37_16

(=
*
G X X X X X X
el
@
=
o
w

TAR element end |
ACTCTCACCAGCACTTGGCCGGTGCTGGGCAGAGTGACTCCACGCTTGCTTGCTT
1G--C

Poly-A signal 5° LTR R repeat end, 5 LTR US5 start

AAAGCCCTCTTCAATAAA GCTGCCATTTTAGAAGTAAGCTA GTGTGTGTTCCCATCTCTCCTAGCCGCCGCCTGGTC AACTCGGTACTCAATAAT . AAGAA

HIV-2 Genomes

.-TTCG-TGTTCATC-G-GT--C--.

TTCG-TGTTCATC- G-AT--E-"'

TTCG-TGTTCATC-G-GT
TTCG-TGTTCTCC-

A-CTCG-TACTCG-.
A-CTCG-TACTCA

STCTCG-TACTCG- A
- CCTCG-TACTCTTGA
- CCTCG-TACTCGT, -

CACC-T--A
ATT-GGT- -C- - GGC- CGAGGTETCGE
A-CTCG-TACTCA-.

ATTZGG-:-CCG. .. 6. CG. ..
. TCTCG-TACTCTTG G- -AT-AG-A.
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5" LTR U5 end Lys tRNA primer binding site
MAC.US.x.239 ... GACCCTGGT.CTGTTAGGACCCTTTCTGCTTTGGG . AAACCGAAGCA. . . GGAAAATCCCTAGCAGATTGGCGCCTGAACAGGGACTTG . AAGGAGAGTGAGAGACTCC. TGAGT . ACGGCTGAGTGAAGGCAGTAAGGGCGGCAGGAACCAACCACGACG 91
CI.88.UC2 G

.X.BEN
DE.x.PEI2 KR_KRCG
00.LA38

.01.LA42
FR.02.LA36GomM
.LA37

.AGA--CT GT-

X
GM.87.D
GM.X. ISY SBL 6669 85
GM.X. MCN13
GW. 8 FG clone_NIHZ
.87 CAM2CG

DS

IN:95.CRIK 147
JP.08.NMC786_clone 41
TOX.ALT -

SN.85.ROD
SN.86.ST_JSP4 27

186.D205 ALT

JP.01.IMCI"KRO20_1
CI.92.Abt96

AB.CM.03.03CM 510 03

H2 01 AB.CI.90.7312A

H2 01"AB.JP.04.NMC307 20

H2-01"AB.JP.07 .NMC716~01

H2-01AB.JP.08.NMC842"10

U.CI.07.07IC TNP3

U.FR.96.12034

U.US .08 . NWKDS

MAC.US.x.17ECL

MAC.US.x.251 1A11

O WOWWWWW >>>>>>>>>>>P>>>>>E>>>>>
o
=

US X! K.
MAC U3 . MM142. TVMXX
MNE.US.82.MNE_8
MNE.US . x. MNEG27
SMM.CT.79.SIVsmCI2
SMM.LR.89.STVsmLIB1
SMM.SL.92.5TVsmSL92A
SMM.SL.92.5L928

SMM.US.04.G078
SMM.US.04.G932

SMM. US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C

SMM. US. x. F236 H4
SMM. US.x.H9
SMM.US.x.PBJA
SMM. US. x.PGM53

SMM. US. x.SME543
SMM.US. x.pE660.CG7G
STM.US.89.STM_37_16
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CI.

.88.UC2

.X.BEN

.X.PEI2_KR_KRCG
00.LA38

.01.LA42
.02.LA36GomM
3. 7

X
.87.D
X ISY SBL 6669 85
.x MCN
. FG clone_NIHZ
.87 CAM2CG

DS
.95.CRIK 147
.08.NMC786_clone_41
X.ALI

.85.R0D
.86.ST_JSP4_27

.86.D205_ALT
.01.IMCI_KRO20_1
92.Abt96

AB.CM.03.03CM 510 03
H2 01 AB.CI.90.7312A

H2 01"AB.JP.04.NMC307 20
H2 01"AB.JP.07 .NMC716~01
H2-01AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12034

U.US .08 . NWKDS
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x. 251 32H PJ5
MAC.US.x. 251 BK2

MAC | US . X MMT42. TVMXX
MNE.US.82.MNE_8
MNE.US . . MNEG27

SMM. CI.79.SIVsmCI2
SMM.LR.89.5TVsmLIB1
SMM.SL.92.5TVsmSL92A
SMM.SL.92.5L92B

SMM.US . 04.GO78

SMM . US . 04 .G932

SMM.US .04 .M919

SMM . US . 04 .M922

SMM . US .04 .M923

SMM . US . 04 .M926

SMM . US . 04 .M934

SMM . US - 04 .M935

SMM . US . 04 .M94Q

SMM . US . 04 .M946

SMM.US .04 .M947

SMM . US . 04 .M949

SMM . US . 04 .M950

SMM.US .04 .MO51

SMM . US . 04 .M952

SN US 050215

SMM.US .06 F 3

SHMCUS 11 SIVSmEGGO_FL10
SMM . US .86, C

SMM.US . . ane 7

SMM . US - x . HO

SMM . US - X . PBJA

SMM.US - X . PGM53

SMM . US . x . SME543
SMM.US . X . pE660. CG7G
STM.US.89.STM 37 16

- --GAAGA-CC.

A A A=~

-A .
.-T-A-C-G-AC-T.

. .GGT.TGCAGGTAAGTGCAACAC. ..
CC. ---AACTGT-GCC-G.A- AA CT---TA-CC--. S -GA-G.
C.---AACTGT-GCC-G.A-AAGGCT - --TA-CC--.C-TTT--AC . -GA-G.

. ---AACTGT -GCC-GAA-AAGGCT - - -TA-CC--. T .

.AC-GA-AGT.

.--TTACTG--GCC--.A--GG.CT---TA-CC--.
C.---AACTGT-GCC-G.A- AGGGCT---TA CC--.

. ---AACTGT-GCCG- . A G.
CE.G--AACCGT GCC- G

...---A....T-GA-
.CCA---GTTTGTGTAGCTA- - -

AAA AAAGAAA.TAG. ...CTGTCTT.TTA. .. TAATAAG

.G-AGGGCT - -CTA-CC-- .
-AGAAGECT. - -TA-CC. -
1G.AGGGCTA- -TA-CC-- .
AZ-GG.CT---TA-CC--.

DR

TGT-GCC-G

DOODDDDDDDDDDDDDDDDD

‘A AGGGCT-»»TA-CC--
.A-AGGGCT - -CTA-CC--.
. -AGGGCT---TA-CC--.

>rrrrrrrrPrrIrI>>>>>
[alalalalalqlalalalalalalalalalalalalalala)

o
2

--ATTTGT- GCC--AA--GGCTG- .C-TTG-AT-GTCA-G
.- -ATTTTGC-TT.G . LCT-TA-A--.--A-
.--ATTTTG--CT.G... . . .CT-TAGA-G--A-..

--ATTTTG--CT. G... . . .CT-TAG--G--A-..
.»-ATTTTG»-TT L . . .CT-TAGA-G--A-..

G .. .CT-TAGA-G--A-..
-ACTTGT- GCC G A-AGGGCT
--GGTTG-C-?CC

fGAGTCA———GACTAA—fTCC.
-GAGTCA- - -GACTGA- -TCC.
»GAGTCA-»-GACTGA»»TCC.
--A-GGA- .

- A G-G- .
~GAGTCA- - -GACTGA- -TCC.
GTﬁGCCAA*—GGCTGATAG**.

HIV-2 Genomes
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CI.

AB.C
H2_0
H2~0
H2"0
H2~0
U cI.

.FR.9
U us.

X
X
LUS.x
.US.x. PGM53
X.
X.
8

.88 uc2

.X.BEN

.x PEI2 KR_KRCG
0. LA38

.01.LA4
.02.LA3GGomM
.LA37

.87.D194

x. ISY SBL 6669 85
8. FG clone NIHZ
187, CAM2CG

.97 .NNVA

.95.CRIK 147
.08.NMC786_clone_41
.x.ALI

:86:5T735P4727

.98,
186.D205 ALT
101.IMCI"KR020 1
92.Abt96
M.03.03CM_510_03

1_AB. CI 90. 7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716" 01
1_AB.JP.08.NMC842_10

07 07IC TNP3
@8 NWKOS

.US.x.17EC1
.US.x.251 1Al11
.US.x.251"32H P35
.US.x.251 BK2
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.SL92B
US.04.G078
US.04.G932
US.04.M919

.US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935

.US.04.M940
US.04.M946
US.04.M947
US.04.M949

.US.04.M950
US.04.M951
US.04.M952
us. 5.D215
US.06.F 3

.US.11.ST smEGGO FL10
US.86.CFU212
US.x.F236 H4

H9

.PBJA

SME543
'X.pE660.CGTG
.89.STM_37_16

Gag and Gag-Pol start

sawouan g-AlH

ATAGAGTGGGAGA&GGECGTGAGAAACT%CGTCTTGTgAGgGAAGAAAGCAGATGAATTAGAAAQAATTAGGCTACGACCCAACGgAAﬁGAﬁAAAGTACATGTTGAAGCATGTAGTATGGGCAGCAAATGAATTAGATAGATTTGgATTAGCAGAAAgCCTGTEGGéGAA

T -
TG--C-----G--C---
-G--Ce---- G--C---
TG--C-

sawoudy) a[dwo) AIS/T-ATH

sjuwugI Y



L107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

691

MAC.

O WIWOWWWEW >>>>>>>>>>>>E>>>>>>>>>> g
)
=

CI.

AB.C
H2_0
H2~0
H2"0
H2~0
U cI.

.FR.9
U us.

X
X
LUS.x
.US.x. PGM53
X.
X.
8

US.x.239

.88 ucz2

.X.BEN

.x PEI2 KR_KRCG
0. LA38

.01.LA4
.02.LA3GGomM
.LA37

.87.D194

x. ISY SBL 6669 85
8. FG clone NIHZ
187, CAM2CG

.97 .NNVA

.95.CRIK 147
.08.NMC786_clone 41
.x.ALI

:86:5T735P4727

.98,
186.D205 ALT
101.IMCI"KR020 1
92.Abt96
M.03.03CM_510_03

1 _AB. CI 90. 7312A

1"AB.JP.04.NMC307 20
1"AB.JP.07.NMC716_01
1_AB.JP.08.NMC84210

07 07IC TNP3
@8 NWKOS

.US.x.17EC1
.US.x.251 1Al11
.US.x.251"32H P35
.US.x.251 BK2
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.SL92B
US.04.G078
US.04.G932
US.04.M919

.US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935

.US.04.M940
US.04.M946
US.04.M947
US.04.M949

.US.04.M950
US.04.M951
US.04.M952
us. 5.D215
US.06.F 3

.US.11.ST smEGGO FL10
US.86.CFU212
US.x.F236 H4

H9

.PBJA

SME543
PE660. CG7G

189.STM 37 16

CAAAGéAGgATgTCSAAQAATACTTTgGGTCTTAGCTCCATTAGTGCCAACAG8CTgAGAAAﬁTTIAAAAASCCTTT¢TAﬁTACTGTCTgCGTCATCTGGTECATTCﬁCGCAGAAGAGAAAGTGAAACQCACTGAGGAAGCAAAACGGATAGTGCGGAGACACCTAGTGG

HIV-2 Genomes
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L107 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

MAC.US.x.239

O WIWOIWEEW >>>>>>>>>>>>E>>>>>>>>>> g
)
=

CI.

.88 uc2

.X.BEN

.x PEI2 KR_KRCG
0. LA38

.01.LA4
.02.LA3GGomM
.LA37

.87.D194

x. ISY SBL 6669 85
8. FG clone NIHZ
187, CAM2CG

.97 .NNVA

.95.CRIK 147
.08.NMC786_clone_41
.x.ALI

:86:5T735P4727

.98.

.86.D205_ALT
.01.IMCI"KRO20_1
92.Abt96

AB.CM.03.03CM_510_03

H2_0
H2~0
H2"0
H2~0
U cI.

.FR.9
U us.

X
X
LUS.x
.US.x. PGM53
X.
X.
8

1_AB. CI 90. 7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716" 01
1_AB.JP.08.NMC842_10

07 07IC TNP3
@8 NWKOS

.US.x.17EC1
.US.x.251 1Al11
.US.x 251 32H P15
.US.x. —BK2
.US.x. MM11271VMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.§IV§ESL92A

SL.92.SL9.
US.04.G078
US.04.G932
US.04.M919
.US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935
.US.04.M940
US.04.M946
US.04.M947
US.04.M949
.US.04.M950
US.04.M951
US.04.M952
us. 5.D215
US.06.F 3
.US.11.ST smEGGO FL10
US.86.CFU212
US.x.F236 H4
H9

.PBJA

SME543
'X.pE660.CGTG
.89.STM_37_16

sawouan g-AlH

Gag p17 Matrix end Gag p24 Capsid start

TGGAAACAGGAACAACAGAAACTATGCCAAAAACAAGTAGACCAACAGCACCATCTAGCGGCAGAGGAGGAAATTACCCAGTACAACAAATA. . . GGTGGTAACTATGTCCACCTGCCATTAAGCCCGAGAACATTAAATGCCTGGGTAAAATTGATAGAGGAAAAGAAA
VETGTTETMPKTSRPTAPSSGGRGGNY®PVQQTI . GGNYVHLPLSUPRTILNAWVYVKTLTIEEKK

[alalalalalalalalala)

> >>>>>>O>>>D>

—-A--
<-GC-AG-G--A-
T--GC-AG-G--A-
C---C--G----A-

B A P Pt iy e
OO—OTW—ROO— O

sawoudn) AR[dwo) AIS/T-ATH
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TTTGGAGCAGAAGTAGTGCCAGGATTTCAGGCACTGTCAGAAGGTTGCACCCCCTATGACATTAATCAGATGTTAAATTGTGTGGGAGACCATCAAGCGGCTATGCAGATTATCAGAGATATTATAAACGAGGAGGCTGCAGATTGGGACTTGCAGCACCCA. .. ..
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L107 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sawouan g-AlH

MAC.US.x.239 ACCAGCTCCA CSACGAGEAC3ACTTAGGGAGCCGTgAGgATgAGATATTGCAGgAACAACTAgTTgAGTAGATGAACéAA¥CCSGTGGA&GTACAGACGACSGAACCCCATACCAGTAGSCAACATTTecAGGAGATGGATCCéACTGGgGTTGCéAAAATgTGTCA 1878
9 LV

CI.88 uc2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
GH.x. IS¥ SBL 6669 85
Gn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08;NMC786_clone 41
PTLXALL

5N18615T735P4727

198.LA43
GH.86.D205 ALT
JP.01.IMCI KR020 1
CI.92.Abt96
AB.CM.03.03CM 510_03
2 01 AB.CI.90.73128
H2-01-AB.JP.04.NMC307 20
H2 01"AB.JP.07.NMC716~01
H2-01-AB.JP.08.NMC842"10
y. 1. 07 971C TNP3 2 T-6C---CTA-C-GC---6
‘FR.9 C-A--GC---CCA-C-GC---G-zz-n==- -A
U:08: 88 Nikas G-AGCTA--G. . .GC
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US.x.MM132_TVMXX
MNE.US.82.MNE_8
MNE . US . x.MNEG27
SMM. CI.79.SIVsmCI2
SMM.LR.89.5IVsmLIB1
SMM.SL.92.STVsmSL92A
SMM.SL.92.5192B

O WIWOIWEEW >>>>>>>>>>>>E>>>>>>>>>> g
)
=

-GGGC--A--T--T--C-
-GGGT--A-GT--T--C-

> )>)>)>)>)>—|)>)>J>)>)> >

v
=
=
(=
[
ot OHOUVARBRRREERRRRARRD
© [}

SMM - US T
SMM - US

SMM - US T
SMM - US A
SMM . US T
M U2 E55e G A
SMM.US.x.HQ_ G A
SMM . US . x . PBJA G A
SHMCUS DX P53 G T
SMM.US . x . SME543 G A
SMMUS . x - pE66O . CG7G -6 A
STM.US.89.STM_37_16 -~ 2G-G---6CTG- A

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



L107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

€LT

MAC.US.x.239 GAATGTATAACCCAACAAACATTCTAGATGTAAAACSAGEGCCAAAAGAGCCATTTCéGAgCTATGTAGACAGGT;CTACAAAAgTTTAAGAGCAGAACéGACAGATGCAGCAGTAAAGAATTGGATGACTCéAACACTGCTGA%TCéAAﬁTGCTAACCCAGATT%CAAG 2048
9

CI.88 ucz2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
G x. IS¥ SBL 6669 85
Cn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone 41
PTLXALL

5N18615T735P4727

G
A
A
A
A--G
A--G
A

G--G
G
G
G
G
G
G

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR20_1

CI.92.Abt96
AB.CM.03.03CM_516_03
H2 01 AB.C1.90.7312A.
H2-01-AB.JP.04.NMC307 20
H2-01-AB.JP.@7.NMC716-01
H2-01”AB.JP.08.NMC842_10
u. Eﬁ 07. 071¢ NP3
00888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK28
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928

O WIWOWWWEW >>>>>>>>>>>>E>>>>>>>>>> g
)
=

SMM.US . 04.6078
SMM.US .04 . G932
SMM . US . 04.M919
SMM . US . 04 .M922
SMM . US . 04 .M923
SMM . US . 04 .M926
SMM . US . 04 .M934
SMM . US . 04 .M935
SMM . US . 04 .M940
SMM . US . 04 .M946
SMM - US . 04 .M947
SMM . US . 04 .M949
SMM.US .94 .M950
SMM . US . 04 .M951 A
SMM . US . 04 . M952 A
ShM. US 950215 A
S US.06. FTg A
SUMLUS. 11.STVsnEGGO FL1O A
SMM.US . 86.CFU212 A
SMM.US . x.F236_H4 A
SMM.US.X.H9_ A
SMM . US . X . PBIA A
SUMLUS . x. PiIS3 A
SMM.US . x . SME543 A
SMM.US . X. pE660.CG76G A
STM.US.89.STM 37 16 A

HIV-2 Genomes
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L107 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sawouan g-AlH

Gag p24 Capsid end Gag P2 Spacer start Gag p2 Spacer end Gag p8 Nucleocapsid start
MAC.US.x.239 CTAGTGCIGAQGGSGCIGGgTGTGAATCCCACCCTAGAAGAAATGCTGACGGCTT%TCGAGgAGJAGgGGEGCCGGgACSGAAGGCTAGATTAATGGCAGAAGCCCTGAAAGAGGCCCTCGCACCAGTGCCAATCCCTTTTGCAGCAGCCCGACSGAGG GSACSAAE 2215
g _ . __P__

CI.88 uc2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
GH.x. IS¥ SBL 6669 85
Gn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI

5N18615T735P4727

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR620_1

CI.92.Abt96
AB.CM.03.03CM_516_03 . 1365
H2 01 AB.C1.90.7312A. 2235
H2-01-AB.JP.04.NMC307 20
H2-01"AB.JP.@7.NMC716-01
H2-01”AB.JP.08.NMC842_10
u. Eﬁ 07. 071¢ NP3
0: 0888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM:LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928

O WIWOIWEEW >>>>>>>>>>>>E>>>>>>>>>> g
)
=

SMM. US04 .GO78
SMM . US . 04 . 6932
SMM . US .04 .M919
SMM . US . 04 .M922
SMM . US . 04 .M923
SMM . US . 04 .M926
SMM.US .04 .MO34
SMM . US . 04 .MO35
SMM . US . 04 .M920
SMM.US . 04 .MO46
SMM . US . 04 .M947
SMM . US . 04 .M949
SMM . US . 04 .M950
SMM . US .04 .M951
SMM . US . 04 .M952

S US 050215

S :US 06 FTg
SHMCUS 11 STV smEGGO_FL10
SMM.US .86, CFU212
SMM.US . x. F236_H4
SMM.US.X.H9 ~
SMM.US . X . PBJA
SHMCUS DX P53
SMM . US - X SME543
SMM . US . x . pE660. CG7G
STM.US.89.STM 37 16

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



MAC.US.x.239
Pol

Gag
CI.SB UCZ

DE X, PEIZ KR_KRCG
R.00.

FR.OL. LA42
FR.02. LA3660mM
FR.93.LA37
FR.96.LA40
FR.98.LA39
FR.98.LA41

187.D194
GM.x.ISY SBL 6669 85
X MCNT

GW.SG FG clone NIHZ
.87.CAM2C
-MD!

197.NNVA
IN.95.CRIK 147
JP.08. NI‘I'IC7867clone741

L107 wnipuadwo)) duanbag ATH

O WNWWIWIOW >>>>>>>>>>P>>>>>E>>>>DD
)
=

PT.x.
SN.85.R0OD
SN.86.ST_JSP4 27
CI.88.UCL
> CI.x.20 56
CI.x.EHD
s FR.00.LA44
= FR.98.LA43
< GH.86.D205 ALT
N JP.01.IMCI_KRO20_1
() CI.92.Abt96
o) AB.CM.03.03CM_510_03
& H2 91 AB.CI.90.7312A
= H2 01 AB.JP. 04 NMC307_20
s H2 01 AB.JP.07.NMC716 01
H2"©1AB.JP.08.NMC842_10
=4 U.CI.07.07IC TNP3
[+ U.FR.96.1203%
\n U.US.08.NWK08
MAC.US. x
MAC .US ..
MAC . US . X 251 32H PJ5
MAC.US.x.251 BK28
MAC .US . x.MM142_TVMXX
MNE .US.82.MNE_8
MNE . US . X .MNEG27
SMM.CI.79.SIVsmCI2
SMM. LR.89.5IVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
SMM. US.04.GO7
SMM. US . 04 .G932
SMM. US.04.M919
SMM. US . 04 .M922
SMM. US.04.M923
SMM. US . 04 .M926
SMM. US.04.M934
SMM. US . 04 .M935
SMM. US . 04 .M949
SMM. US . 04 .M946
SMM. US . 04.M947
SMM. US . 04 .M949
SMM. US . 04 .M950
SMM. US04 .M951
SMM. US . 04 .M952
SMM. US . 5.0215
SMM. US. 06 . F 3
SMM.US.11.ST smEGGG FL10
SMM. US. 86 .CFU212
SMM.US.x.F236_H4
SMM. US . x . H9
SMM. US . x . PBIA
SMM. US . x . PGM53
SMM. US. x . SME543
SMM.US . x . pE66O. CG7G
STM.US.89.STM 37 16
o
<
wn

Gag-Pol -1 ribosomal slip site
Pol start
Gag p8 Nucleocapsid em{fGag pl Spacer start
AAAG............ CCAATTAAGTGTTGGAATTGTGGGAAAGAGGGACACTCTGCAAGGCAATGCAGAGCCCCAAGAAGACAGGGATGCTGGAAATGTGGAAAAATGGACCATGTTATGGCCAAATGCCCAGACAGACAGGCGGGTTTTTTAGGCgTTﬁGTgCA%GGg 2373

--C--GCCA-GA--CA-C-

--CAA-GA--CA-C---T-A-
-G---CCA-GA--C--C---T-AC

-C--GCCA-GA--CA-C-----G
T-A-----oT- ~GCCA-GA- - CAAC- - - - - T-GC
G--A- G-GGAA-GA- - CA-GCAA- -A--C

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH



L107 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

MAC.US.x.239
Pol

Gag

CI.88.UC2

.x.BEN
DE.x.PEI2 KR_KRCG
R.00.LA38 ~
FR.01.LA42
FR.02.LA36GomM
FR.93.LA37
FR.96.LA40

FR.98.LA39
FR.98.LA41

187.D194
GM.x.ISY SBL 6669 85
X MCNT

GW.SG FG clone NIHZ
.87.CAM2C
-MD!

197.NNVA
IN.95.CRIK 147
JP.OB.N¥C7867clone741

WX
.85.ROD
SN.86.ST_JSP4 27

198.LA43

GH.86.D205 ALT
JP.01.IMCI"KR020_1
CI.92.Abt96

AB.CM.03.03CM 510 03

H2 01 AB.CI.90.7312A

H2"917AB.JP.04.NHC307 20

H2~01 AB.JP.07.NMC716 81

H2-01 AB.JP.08.NMC842"16

U.CI.07.07IC TNP3

U.FR.96.12032

U.US .08 NWKO8

MAC.US x.17ECL

MAC U3 X 251 32H PJs
MAC .US .. 251 BK28
MAC .US . x . MM122_TVMXX
MNE . US.82.MNE_8
MNE. US . x.MNEG27
SMM.CI.79.SIVsmCI2
SMM. LR.89.STIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

O WNWWIWOW >>>>>>>>>>P>>>>>E>>>>>D
)
=

SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US 5.0215
SMM.US.06.F 3
SMM.US.11.SI smEGGG FL10
SMM.US.86.CFU212
SMM. US

.F236_H4
9

“PBJA
PGM53

SME543
PE660. CG7G
9.STM 37 16

)
=
=
c
a
9 X X X X X X
T

Gag p1 spacer end Gag po start

GAAAGAAGCCCCGCAATTTCCCCATGGCTCAAGTGCATCAGGGGCTGATGCCAACTGCTCCCCCA
A P Q F H G S S S G A D N_C_S
G_K_ K P R N _F P M A Q __m P P~

sawouan g-AlH

. .GCACCCCCA-T-
..GCACCCTCA-IA

-GATGGACCCAGCAGAGGGCATGACACCTCGGGGGGCGACACCATCTGCGCCCCCT CA
-GATGGACCCAACACAGGACATGACACCTCAGGGTGCGACTCCATCTGCACCCCCT-CA
-GATGAACCCAGCATTCGGCATGACACCTCAGGGTGCGATTCCATCTGCACCCCCT-CA
-GATGGACACAGCAATGGGCATGACACCTCARAGTGCAACTCCATCTGCGCCCCCT-CA

-GATGAATCCAGCAGAGGGCACAACACCCCAGGGTGTGACAC

CATCTGCGCCCCCT-CA

-GATGAACCCAGCAGAGGGCATGACACCTCGGGGGGCGACACCATCTGCGCCCCCT-CA

- - -ATGAACCCAGCAGAGAACATGACACCTCAGGGTGCAATGCCATCTGCGCCCCCT-CA

-GATGAACCCAGCAGAGRGCATGACACCTCAGGGGGTGACACCATCTGCGCCCCCT CA
-GATGAACACAGCAGAGGGCAAGACACATCAGGGAGCGATACCATCTGCGCCCCCT-CA
-GATGGACATAGCAGAGAGCAAGACACATCAGAGGGTGACACCATCTGCGCCCCCT-CA
-GATGGACACAGCAGAGAGCAAGACATATCAGAGGGTAACACCATCTGCGCCCCCT-CA
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s8I

MA%.US.X.239 AAG8AT€TT¢TTACCéAGAAGgCAAGCCATTAGAAGCCACGGTAA¥AAAGA2TCéGGACAATCéGTGGTgTTeTAQAATTCACCGAGAAGACAAAATA#CTGAAAGTAGgAAﬁAT;TGCAAAGATAAAGAATACACATACCAﬁTGgAGTGAGACTATTAGCACATG&AAT 3963
CI.88 ucz2
.X.BEN

DE.x PEI2 KR KRCG
00. LA38

.LA4.
FR.02.LA3GGOmM
.LA37

.87.D194
G x. IS¥ SBL 6669 85
Cn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone 41
PTLXALL

5N18615T735P4727

A==

.98.LA43 CC--C---A-G-----G-TA---C- T--G-G-----G---T
GH.86.D205 ALT CAG T--G-G-A-T---G-C.
JP.01.IMCI KR020_1 T TA--TC -AC-TA- -----C--T--G-G-----G---C.
CI.92.Abt96 G----T----G-A---G---C.
AB.CM.03.03CM_510_03 --A-AC-TA-CA- T--G-G-A-Y-G---G.
H2 01 AB.C1.90.7312A. -GGTA--TC- --GCAG- -A-ACTTA-CA- -C-
H2"01"AB.JP.04.NMC307 -GGTA--TC- --A-ACTTA-CA--C-
{1501 AB.3p 67 NMc7 1003 -AGTA--TC- CAG- -A-ACTTA-CA--C-
H2~01"AB.JP.08.NMC842"10 ¢ -GGTA--TC- --A-ACTTA-CA--C-
u. Eﬁ 07. 071¢ NP3
: 0538 Nikos
MAC.Us.x. 17ECL
MACUS'x.251 1A11
WAC.US x 251 32H P35
MAC.US .. 251 BK2
MAC .03 X fitta Tuxx
MNE.US.82.MNE 8
MNE .US . x.MNEG27
SMM.CI.79.SIVSmCI2
SMM.LR.89.SIVsmLIB1
ShM. SL.92.5TVSnSL92A

O WIWOWWWEW >>>>>>>>>>>>E>>>>>>>>>> g
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=

SMM.SL.92.519
SMM. US04 .GO78
SMM . US . 04 . 6932
SMM . US .04 .M919
SMM . US . 04 .M922
SMM . US . 04 .M923
SMM . US . 04 .M926
SMM.US .04 .MO34
SMM . US .04 .MO35
SMM . US . 04 .M920
SMM.US . 04 .MO46
SMM . US . 04 .M947
SMM . US . 04 .M949
SMM . US . 04 .M950
SMM . US .04 .M951
SMM . US . 04 .M952

S :US 050215

S :US 06 FTg
SHMCUS 11 STV smEGGO_FL10
SMM.US .86, CFU212
SMM.US . x. F236_H4
SMM.US.X.H9 ~
SMM.US . X . PBJA

S CUS X P53
SMM . US - x - SME543
SMM . US . x . pE660. CG7G
STM.US.89.STM 37 16
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MAC.US.x.239

O WIWOIWEEW >>>>>>>>>>>>E>>>>>>>>>> g
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CI.

AB.C
H2_0
H2~0
H2"0
H2~0
U cI.

.FR.9
U us.

X
X
LUS.x
.US.x. PGM53
X.
X.
8

.88 uc2

.X.BEN

.x PEI2 KR_KRCG
0. LA38

.01.LA4
.02.LA3GGomM
.LA37

.87.D194

x. ISY SBL 6669 85
8. FG clone NIHZ
187, CAM2CG

.97 .NNVA

.95.CRIK 147
.08.NMC786_clone_41
.x.ALI

:86:5T735P4727

.98,
186.D205 ALT
101.IMCI"KR020 1
92.Abt96
M.03.03CM_510_03

1_AB. CI 90. 7312A

1”"AB.JP.04.NMC307 20
1"AB.JP.07.NMC716_01
1_AB.JP.08.NMC842_10

07 07IC TNP3
@8 NWKOS

.US.x.17EC1
.US.x.251 1Al11
.US.x.251"32H P35
.US.x.251 BK2
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.SL92B
US.04.G078
US.04.G932
US.04.M919

.US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935

.US.04.M940
US.04.M946
US.04.M947
US.04.M949

.US.04.M950
US.04.M951
US.04.M952
us. 5.D215
US.06.F 3

.US.11.ST smEGGO FL10
US.86.CFU212
US.x.F236 H4

H9

.PBJA

SME543
'X.pE660.CGTG
.89.STM_37_16

sawouan g-AlH

ACéGAQAA¥AGgAAAGGAAGCAA}AGTGATCTGGGgACéGGTCCCAAQATTCCACTTACCAGETGAGAAGGATGTATGGGéACéGTGGTGGACAGACTATTGGCSGGJAACCTGGATACCGGéATGGGATT;TATCT%AACACCACCGCTAGEAAGATTAGTCTTCAATC 4133

sawoudn) AR[dwo) AIS/T-ATH
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Pol RT end Pol p15 RNAse H start
MA%.US.X.239 TAGTGAAGGACCCTATAGAGGEAGAAGAAACCTATT¢TACAGATGEATgATETAATAAACéGTgAAAAGAAGgGAﬁAGCAGgAT¢TATCACAGATAGGGgCAAAGACAAAGTAAAAGTGTTAGéACGGACTACTAATCSACGAGCAGéATTGGAAGCATTTCTCATGGCA 4303

CI.88 ucz2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
G x. IS¥ SBL 6669 85
Cn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI

5N18615T735P4727

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR20_1

CI.92.Abt96
AB.CM.03.03CM_516_03
H2 01 AB.C1.90.7312A.
H2-01-AB.JP.04.NMC307 20
H2-01-AB.JP.@7.NMC716-01
H2-01”AB.JP.08.NMC842_10
u. Eﬁ 07. 071¢ NP3
00888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK28
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928
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SMM.US . 04.6078
SMM.US .04 . G932

SMM . US . 04.M919

SMM . US . 04 .M922

SMM . US . 04 .M923

SMM . US . 04 .M926

SMM . US . 04 .M934

SMM . US . 04 .M935

SMM . US . 04 .M940

SMM . US . 04 .M946

SMM - US . 04 .M947

SMM . US . 04 .M949

SMM.US .94 .M950

SMM . US . 04 .M951 A A
SMM . US . 04 . M952 A A--
ShM. US 950215 T A-T
S US.06. FTg A A-T
SUMLUS. 11.STVsnEGGO FL1O A A-T
SMM.US . 86.CFU212 A A-T
SMM.US . x.F236_H4 A A-T
SMM.US.X.H9_ A A-T
SMM . US . X . PBIA A A-T
SUMLUS . x. PiIS3 A A-T
SMM.US . x . SME543 A A-T
SMM.US . X. pE660.CG76G A A-T
STM.US.89.STM 37 16 ) A-T
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sawouan g-AlH

MA%.US.X.239 TTGACAGACTgAGgGCCAAAGGCAAﬁTA%TA¥AGTAGATT%ACGATATGTTATGGSAATAATAACAGgAT%CCCTACAGAAT%AGAGASCAGGCTAGTTAATCSAA¥AATAGAAGAAATGATTAQAAAGT%AGéAA%TTeTGTAGCATGGGTACCAGCACACAﬁAGgTAT 4473

CI.88 uc2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
GH.x. IS¥ SBL 6669 85
Gn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08;NMC786_clone 41
PTLXALL

5N18615T735P4727

.98.LA43
GH.86.D205_ALT
JP.01.IMCJ"KRO20_1

CI.92.Abt96
AB.CM.03.03CM_510_03 -ATCACCAA-
H2_01 AB. CI 90. 7312A --TCACC-A-
H2"01"AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

O WIWOIWEEW >>>>>>>>>>>>E>>>>>>>>>> g
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=

y. CcI. 07 071¢ NP3 A
‘FR.9 --AGA---T-
U:08: 88 Nikas --AGA- -

MAC.US.x.17EC1
MAC.US.x.251 1Al1
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US.x.MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEG27

SMM.CI.79.SIVsmCI2

SMM . LR.89.SIVsmLIB1 G--TG -A- -G--
SMM.SL.92.SIVsmSL92A G --G-CAC---C A---G-G---- GTT:--AGA---6C-
SMM.SL.92.5L928B -G-AG--ACG--C AC - -G--AGA--C-G-
SMM.US . 04.6078 - G G -A

SMM.US .04 . G932

SMM . US . 04.M919

SMM . US . 04 .M922

SMM . US . 04 .M923

SMM . US . 04 .M926

SMM . US . 04 .M934

SMM - US . 04 .M935

SMM . US . 04 .M940

SMM . US . 04 .M946

SMM - US . 04 .M947

SMM . US . 04 .M949

SMM.US .94 .M950

SMM . US . 04 .M951 A

SMM . US . 04 . M952 A

SHM. US 950215 A

S US.06. FTg A

SUMLUS. 11.STVsnEGGO_FL1O A

SMM.US . 86.CFU212 A

SMM.US . x.F236_H4 A

SMM.US.X.H9_ A

SMM . US . X . PBIA A

SMMLUS . x. PGiIS3

SMM.US . x . SME543 A

SMM.US . X. pE660.CG76G A

STM.US.89.STM 37 16 A
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AB.C
H2_0
H2~0
H2"0
H2~0
U cI.

.FR.9
U us.

sowouany 7-ATH

681

CI.

X
X
LUS.x
.US.x. PGM53
X.
X.
8

US.x.239

.88 ucz2

.X.BEN

.x PEI2 KR_KRCG
0. LA38

.01.LA4
.02.LA3GGomM
.LA37

.87.D194

x. ISY SBL 6669 85
8. FG clone NIHZ
187, CAM2CG

.97 .NNVA

.95.CRIK 147
.08.NMC786_clone 41
.x.ALI

:86:5T735P4727

.98,
186.D205 ALT
101.IMCI"KR020 1
92.Abt96
M.03.03CM_510_03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716" 01
1_AB.JP.08.NMC84210

07 07IC TNP3
@8 NWKOS

.US.x.17EC1
.US.x.251 1Al11
.US.x.251"32H P35
.US.x.251 BK28
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.SL92B
US.04.G078
US.04.G932
US.04.M919

.US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935

.US.04.M940
US.04.M946
US.04.M947
US.04.M949

.US.04.M950
US.04.M951
US.04.M952
us. 5.D215
US.06.F 3

.US.11.ST smEGGO FL10
US.86.CFU212
US.x.F236 H4

H9

.PBJA

SME543
PE660. CG7G

189.STM 37 16

g
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.C
.C
.C
.C
.C
.C

C

>rr> >rr> >

Pol RNAse H end Pol p31 Integrase start
AGEAGSAAQCCSAGAAATAGACCﬁCCTAGTTASTCGAGEGATTAGACSAGTTCTCT;C TTGGAAAAGATAGéGCCAGCACéAGAAGAACATGATAQATACCATAgTAATGTAAAAGAATTGGTATTCAAATTTGgATTACCCAGAATAGTGGCCAGACGGATAGTAGAC 4642

A A=

“CA----A---T-
-TA----ACA-T-
-CA-C- -ACAGC-
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sowouany 7-ATH

Tel

MA%.US.X.239

CI.88 ucz2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
G x. IS¥ SBL 6669 85
Cn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI

5N18615T735P4727

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR20_1

CI.92.Abt96
AB.CM.03.03CM_516_03
H2 01 AB.C1.90.7312A.
H2-01-AB.JP.04.NMC307 20
H2-01-AB.JP.@7.NMC716-01
H2-01”AB.JP.08.NMC842_10
u. Eﬁ 07. 071¢ NP3
00888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928

O WIWOWWWEW >>>>>>>>>>>>E>>>>>>>>>> g
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SMM. US04 .GO78
SMM . US . 04 . 6932
SMM . US .04 .M919
SMM . US . 04 .M922
SMM . US . 04 .M923
SMM . US . 04 .M926
SMM.US .04 .MO34
SMM . US .04 .MO35
SMM . US . 04 .M920
SMM.US . 04 .MO46
SMM . US . 04 .M947
SMM . US . 04 .M949
SMM . US . 04 .M950
SMM . US .04 .M951
SMM . US . 04 .M952

S :US 050215

S :US 06 FTg
SHMCUS 11 STV smEGGO_FL10
SMM.US .86, CFU212
SMM.US . x. F236_H4
SMM.US.X.H9 ~
SMM.US . X . PBJA

S CUS X P53
SMM . US - x - SME543
SMM . US . x . pE660. CG7G
STM.US.89.STM 37 16

ACAGACAGCACTATTTCTGTTAAAATTGGCAGGCAGATGGCCTATTACACATCTACACACAGATAATGGTGCTAACTTTGCTTCGCAAGAAGTAAAGATGGTTGCATGGTGGGCAGGGATAGAGCACACCTTTGGGGTACCATACAATCCACAGAGTCAGGGAGTAGTGG 4982
QT AL F L L KLAGRMW®PTITHILHTHDNGANTFASI QEVKMVAWWATGTITEHTFSGVPYNPAOQSUQGV V.
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sawouan g-AlH

MAC.US.x.239 AAGCAATGAATCACCACCTGAAAAATCAAATAGATAGAATCAGGGAACAAGCAAATTCAGTAGAAACCATAGTATTAATGGCAGTTCATTGCATGAATTTTAAAAGAAGGGGAGGAATAGGGGATATGACTCCAGCAGAAAGATTAATTAACATGATCACTACAGAACAA 5152
1 E_A M N H H L K N Q I D R I R E QAN S V E T I V L M AV H CMNEFKRRGG I G DM T P A E R L I NMI T T E Q

CI.88 uc2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
GH.x. IS¥ SBL 6669 85
Gn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI

5N18615T735P4727

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR620_1

CI.92.Abt96
AB.CM.03.03CM_516_03
H2 01 AB.C1.90.7312A.
H2-01-AB.JP.04.NMC307 20
H2-01"AB.JP.@7.NMC716-01
H2-01”AB.JP.08.NMC842_10
u. Eﬁ 07. 071¢ NP3
0: 0888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM:LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928
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SMM. US04 .GO78
SMM . US . 04 . 6932
SMM . US .04 .M919
SMM . US . 04 .M922
SMM . US . 04 .M923
SMM . US . 04 .M926
SMM.US .04 .MO34
SMM . US . 04 .MO35
SMM . US . 04 .M920
SMM.US . 04 .MO46
SMM . US . 04 .M947
SMM . US . 04 .M949
SMM . US . 04 .M950
SMM . US .04 .M951
SMM . US . 04 .M952

S US 050215

S :US 06 FTg
SHMCUS 11 STV smEGGO_FL10
SMM.US .86, CFU212
SMM.US . x. F236_H4
SMM.US.X.H9 ~
SMM.US . X . PBJA
SHMCUS DX P53
SMM . US - X SME543
SMM . US . x . pE660. CG7G
STM.US.89.STM 37 16

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



L107 wnipuadwo)) duanbag ATH

O WIWOWWWEW >>>>>>>>>>>>E>>>>>>>>>> g
)
=

H2_0

CI.
AB.CM.03.03CM_510_03

MAC.US.x.239

.88 ucz2

.X.BEN

.x PEI2 KR_KRCG
0. LA38

.01.LA4
.02.LA3GGomM
.LA37

.87.D194

X &sv SBL_6669_85
8. FQ Clone NIHZ
.87 .CAM2CG

.97 .NNVA

195.CRIK 147
.08.NMC786_clone_41
XALL

:86:5T735P4727

.98.

.86.D205_ALT
.01.IMCI"KRO20_1
92.Abt96

1 _AB. CI 90. 7312A

GAGATACéATTTC6ACéATgAAQAAACT%AAQAT;TAQAAQTTTTCGGGTCTATTACAGAGAAGgCAGAGATC3ACTGTGGAAGGgACCCGgTGAGCTATTGTGGAAAGgGGAAGgAGCAGTCATCTTAAAGGTAGgGACAGéCATTAAGGTAGTACCCAGAAGAAQGGC 5322

sjuwugI Y
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H2"01"AB.JP.04.NMC307_20
H2"01"AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
u. %é 07. 07IC TNP3

U us. 08 NWKOS
MAC.US.x.17EC1
MAC.US.x.251 1Al1
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US.x.MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B

SMM. US04 .GO78
SMM . US . 04 . 6932
SMM . US .04 .M919
SMM . US . 04 .M922
SMM . US . 04 .M923
SMM . US . 04 .M926
SMM.US .04 .MO34
SMM . US .04 .MO35
SMM . US . 04 .M920
SMM.US . 04 .MO46
SMM . US . 04 .M947
SMM . US . 04 .M949
SMM . US . 04 .M950
SMM . US .04 .M951
SMM . US . 04 .M952

S :US 050215

S :US 06 FTg
SHMCUS 11 STV smEGGO_FL10
SMM.US .86, CFU212
SMM.US . x. F236_H4
SMM.US.X.H9 ~
SMM.US . X . PBJA

S CUS X P53
SMM . US - x - SME543
SMM . US . x . pE660. CG7G
STM.US.89.STM 37 16
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V1f start Pol, Gag-Pol, and p31 Integrase eni
MAC.US.x.239 TAAAATTATCAAAGATTATGGAGGAGGAAAAGAGGTGGATAGCAGTTCCCACATGGAGGATACC GGAGAGGCTAGAGAGGTGGCA ........................ TAGCCTCATAAAATATCTGAAATATAAAACTAAAGATCTACAAAAGGTTTGCTATGTG 5465
ol K_I I K D Y G G G K E V D S S S HME DT G R _E V A

Vif - M E_E E K R W I°_A"V P T W R I _E” R: L_EE R W _H S LI K Y L K Y K T K D L Q K V C.Y_V

CI.88.UC2

.x.BEN
DE.x.PEI2 KR_KRCG
R.00.LA38 ~
FR.01.LA42
FR.02.LA36GomM
FR.93.LA37
FR.96.LA40

FR.98.LA39
FR.98.LA41

[alalalalalalalal

.87.D194
GM.x.ISY SBL_6669_85
X.MCNI
GW.86 FG clone NIHZ
.87.CAM2C
-MD!

197.NNVA
IN.95.CRIK 147
JP.08. NI‘I'IC7867clone741
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.85.R0D A- C G
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.98.LA43
GH.86.D205 ALT
JP.01.IMCI_KRO20_1
CI.92.Abt96
AB.CM.03.03CM_510_03
H2 01 AB.CI.90.7312A
H2"01”AB.JP. 04 NMC307_20
H2"01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
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-CAGTCTGATCAAATACCTTAAGTA A.

-CAGTCTAGTCAAGTATCTGAAGCA-
-CAGTCTGGTCAAGTACCTGAAGCA -
-CAGTCTAGTCAAGCACCTGAAGCA-
-CAGTCTGGTCAAGTACCTGAAGCA-

GT-G---C----C-CT-
GT-G---C----C-CT-
CT-G---C----C-CT-

--GT-G---C----C-CT-
--AT-G---C----C-CT-
A C

L107 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

U.CI.07.07IC TNP3 -CAGCTTGGTGAAATACCTTAAGCA- - -A--G--AT- GAGT-----A--T-

U.FR.96.12032 -CTCCCTGATCAAACACCTGAGTATA- --G-----G--A--G--T-
U.US.08.NWKO8 A -CTCTATAGTGAAATATTATAAACA- GGC- A——G ATGGC- -
MAC.US. 17EC1

MAC U3 X 251 32H PJs
MAC .US .. 251 BK28
MAC .US . x . MM122_TVMXX
MNE . US.82.MNE_8
MNE. US . x.MNEG27
SMM.CI.79.SIVsmCI2
SMM. LR.89.STIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US 5.0215
SMM.US.06.F 3
SMM.US.11.SI smEGGG FL10
SMM.US.86.CFU212
SMM. US

.F236_H4
9

“PBJA
PGM53

SME543
PE660. CG7G
9.STM 37 16
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sowouany 7-ATH

S6l

MA?.US.X.239 CCCCATT;TAAGGJCGgATGGGCATGGTGGACCTECAgCAGAGTAA¥CTTCCCACTACGGGAAG%AAECCATTTAGAAGTACGAGgGTeTTGGCATTTGACACCAGAAAAAGEGTGGCTCASTACTTATGCAGTGAGGATAACCTGGTACT%AAQGAACT;TTGGACAGA 5635

§1.88,uc2 “A-A-G--A---T---C-

DE . x . BEN A

DE.XPEI2 KR KRCG
09.LA38

1.LA4
FR.02.LA3GGOmM
.LA37

OOG i

.87.D194
G x. IS¥ SBL 6669 85
Cn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone 41
PTLXALL

5N18615T735P4727

BRI IS
[ dalalatib = Jalalalalalab3dalalalalatala)

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR20_1

CI.92.Abt96
AB.CM.03.03CM_516_03
H2 01 AB.C1.90.7312A.
H2-01-AB.JP.04.NMC307 20
H2-01-AB.JP.@7.NMC716-01
H2-01”AB.JP.08.NMC842_10
u. Eﬁ 07. 071¢ NP3
00888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928
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C---G-CA---R-GCAY-CC- -GG--ACTCT-G--C--C-
C---A-A-G- - - -GCATGCC- -GG--A-TCT-G---T-C-
C---A-A---A--GCATGGC- - - -G -GG--A-TCT-G--CT-C-
C---A-TA GCATGGC -GG--A-TCT-G---T-C-

6-G--A-TCT-G--CT-C-

=0 o000 A - A—4—H0H00 ©

SMM.US.04.G078

SMM.US.04.G932

SMM.US.04.M919

SMM. US.04.M922

SMM.US.04.M923

SMM.US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US .04 .M950

SMM. US.04.M951

SMM. US . 04 .M952 . TA---IA-

SMM. US. 5.D215 C---G AA---A TCT--C
SMM.US.06.F 3 - -T--G-A-GG-A-TCT--C
SMM.US.11.ST smE660 FL10 -T--AGA--T-AG-CT--
SMM. US. 86 .CFU212 “T----A-G--A-TCT--
SMM.US.x.F236 H4 -T--AG---T-AG-CT--
SMM.US.x.HQ GT--AG---T-AGGCT- -
SMM.US.x.PBJA “T--A----T-A-GCT--
SMM. US . x . PGM53 --AGA--T-A-TCT--
SMM.US.x.SME543 -T--AG---TAAG-CT--
SMM.US.x.pE660.CG7G T

STM.US.89.STM_37_16
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sawouan g-AlH

MA%.US.X.239 TGTAACACCAAACTATGCAGACATTTTACTGCGTASCACTT¢TTTCCCTTECTTTACAGCGGEAGAAGTGAGAAGGGCCA¥CAGGGgAGAACéACTGCTGTgTTgCTECAGGTTCCCGAGAGCTCATAAGTACCGGGTACCAAgCCTACéGTACTTAGCACTGAAAGTAG 5805

CI.88 uc2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
GH.x. IS¥ SBL 6669 85
Gn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI

5N18615T735P4727

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR620_1

CI.92.Abt96
AB.CM.03.03CM_516_03
H2 01 AB.C1.90.7312A.
H2-01-AB.JP.04.NMC307 20
H2-01"AB.JP.@7.NMC716-01
H2-01”AB.JP.08.NMC842_10
u. Eﬁ 07. 071¢ NP3
0: 0888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM:LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928
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SMM. US04 .GO78
SMM . US . 04 . 6932

SMM . US .04 .M919

SMM . US . 04 .M922

SMM . US . 04 .M923

SMM . US . 04 .M926

SMM.US .04 .MO34

SMM . US . 04 .MO35

SMM . US . 04 .M920

SMM.US . 04 .MO46

SMM . US . 04 .M947

SMM . US . 04 .M949

SMM . US . 04 .M950

SMM . US .04 .M951 T
SMM . US . 04 .M952 T
S US 050215 T-
S :US 06 FTg -
SHMCUS 11 STV smEGGO_FL10 T
SMM.US .86, CFU212 T
SMM.US . x. F236_H4 T
SMM.US.X.H9 ~ T
SMM.US . X . PBJA T
SHMCUS DX P53 T
SMM . US - X SME543 T
SMM . US . x . pE660. CG7G T
STM.US.89.STM 37 16
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MAC.US.x.239
X

CI.88.UC2
.Xx.BEN

DE.x.PEI2 KR_KRCG
R.00.LA38
FR.01.LA42
FR.02.LA36GomM
FR.93.LA37
FR.96.LA40

FR.98.LA39
FR.98.LA41

187.D194
GM.x.ISY SBL 6669 85
X MCNT

GW.SG FG clone NIHZ
.87.CAM2C
-MD!

197.NNVA
IN.95.CRIK 147
JP.08. NI‘I'IC7867clone741

.85.R0D
SN.86.ST_JSP4 27

198.LA43

GH.86.D205 ALT
JP.01.IMCI"KR020_1
CI.92.Abt96

AB.CM.03.03CM 510 03

H2 01 AB.CI.90.7312A

H2"g17AB.JP.04.NHC307 20
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Vpx start

TAAGCGATGTCAGA. . . . . . TCCCAGGGAGAGAATCCCACCTGGAAACAGTGGAGAAGAGACAATAGGAGAGGCCTTCGAATGGCTAAACAGAACAGTAGAGGAGATAAACAGAGAGGCGGTAAACCACCTACCAAGGGAGCTAATTTTCCAGGTTTGGCAAAGGTCTTG 5969
D I ' G__N_S_ E7 E T I G E N_ R T V_ E_I_ R_E A V_N H L E_ I F.Q V. W Q R S W

AATGA GAC
-GCAAC-AAATG-C. . .AGGC-
--CAG--A-GA-A- GATGGA-
--CAA--A-GA-A-AATGGA-

-GCAA--A- GAG*—AATGGAC
-GCAAA-A-GACAT. . .GGA-
--CAG--A-GA-A-AATGGA-
--CAA--A-GA-A-AATGGA-
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H2"01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

-A--ACA---C-C-
--CACA-CC-- -
T--GAGA--T--C-

sowouany 7-ATH

Lol

U.FR.96.12032
U.US.08.NWKO8

MAC.US. 17EC1

MAC U3 X 251 32H PJs
MAC .US .. 251 BK28
MAC |US . x.MM122_TVMXX
MNE . US.82.MNE_8
MNE. US . x.MNEG27
SMM.CI.79.SIVsmCI2
SMM. LR.89.STIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L928B

SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM.US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US 5.0215
SMM.US.06.F 3
SMM.US.11.SI smEGGG FL10
SMM.US.86.CFU212
SMM. US

.F236_H4
9

-PBJA
PGM53

SME543
PE660. CG7G
9.STM 37 16
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L107 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sawouan g-AlH

\ﬁfend
MAC.US.x.239 GGAATACTGGCATGATGAACAAGGGATGTCACCAAGCTATGTAAAATACAGATACTTGTGTTTAATACAAAAGGCTTTATTTATGCATTGCAAGAAAGGCTGTAGATGTCT“rrr’““"“rATGGGGC“’ ”'“TGGAGA .CCAGGACCTCCTCCTCCTCCCCCTC 6136
X Y WHDEQGMS P S K . C L I Q| L _F_ M _H _C_ (6 _C R C L G E G H G A G G W .. P G P P P P P P _

CI.88.UC2

.x.BEN
DE.x.PEI2 KR_KRCG
R.00.LA38 ~
FR.01.LA42
FR.02.LA36GomM
FR.93.LA37
FR.96.LA40

FR.98.LA39
FR.98.LA41

187.D194
GM.x.ISY SBL 6669 85
X MCNT

GW.SG FG clone NIHZ
.87.CAM2C
-MD!

197.NNVA
IN.95.CRIK 147
JP.OB.N¥C7867clone741

.85.R0D
SN.86.ST_JSP4 27

198.LA43

GH.86.D205 ALT
JP.01.IMCI"KR020_1
CI.92.Abt96

AB.CM.03.03CM 510 03

H2 01 AB.CI.90.7312A

H2"917AB.JP.04.NHC307 20

H2~01 AB.JP.07.NMC716 81

H2-01 AB.JP.08.NMC842"16

U.CI.07.07IC TNP3

U.FR.96.12032

U.US .08 NWKO8

MAC.US x.17ECL

MAC U3 X 251 32H PJs
MAC .US .. 251 BK28
MAC .US . x . MM122_TVMXX
MNE . US.82.MNE_8
MNE. US . x.MNEG27
SMM.CI.79.SIVsmCI2
SMM. LR.89.STIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
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SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US 5.0215
SMM.US.06.F 3
SMM.US.11.SI smEGGG FL10
SMM.US.86.CFU212
SMM. US

.F236_H4
9

“PBJA
PGM53

SME543
PE660. CG7G
9.STM 37 16
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Vpx end Vpr start
MAC.US.x.239 gAGEACIAGEATAA ............ ATGGAAGAAAGACCTCCAGAAAATGAAGGACCACAAAGGGAACCATGGGATGAATGGGTAGTGGAGGTTCTGGAAGAACTGAAAGAAGAAGCTTTAAAACATTTTGATCCTCGCTTGCTAACTGCACTTGGTAATCATATCTAT 6294
*
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sowouany 7-ATH

661

JP.
CI.
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X

.

.86
.87.

186.
o1
92.

.07.
.95.
.08,

.85,
186.

uc2

.LA42
.LA36GomM
.LA37
.LA40
.LA39
.LA41

H1

.D194

ISY SBL_6669_85
X.MCNI

FG clone NIHZ
BAM

NNVA
CRIK 147
N¥C7867clone741

ROD
ST Jsp4 27

3
D205 ALT
IMCI~KR020_1

Abt96

AB.CM.03.03CM_510_03

H2 01 AB.CI.90.7312A
H2"01"AB.JP. 04 NMC307_20
H2"01 AB.JP.07.NMC716_01
H2_01_Al

B.JP.08.NMC842_10

U.CI.07.07IC TNP3
U.FR.96.12032
U.US.08.NWKO8

9 X X X X X X
T

17EC1
251 32H PJ5

.x 251 BK28
.X.MM142_IVMXX
.82.MNE_8

.x MNEO27

9.SIVsmCI2

:BQ.SIVSmLIBl
192.5TVsmSL92A
192.5192B

CRGOERRRERRREERRRER
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I
®
o

SIssmEGGG FL10
.CFU212

F236 H4

9

-PBJA
PGM53

SME543
PE660. CG7G
9.STM 37 16

.16 ------G-GCTAGGAG-TG-TTGTGT.
.TGACTGAAGCACCAAC --GITT--C------ G---GGACC

TGGCAGAAGCARCCYC
.TGGCAGAAGCAGCCTC-

G-C---C-----A-
GACCAAC-C- - -A-
c A
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SowIouan) Z-ATH

MAC.US.x.239
r

Tat exon 1

CI.88.UC2

.x.BEN
DE.x.PEI2 KR_KRCG
R.00.LA38 ~
FR.01.LA42
FR.02.LA36GomM
FR.93.LA37
FR.96.LA40

FR.98.LA39
FR.98.LA41

187.D194
GM.x.ISY SBL 6669 85
X MCNT

GW.SG FG clone NIHZ
.87.CAM2C
-MD!

197.NNVA
IN.95.CRIK 147
JP.OB.N¥C7867clone741

.85.R0D
SN.86.ST_JSP4 27

198.LA43

GH.86.D205 ALT
JP.01.IMCI"KR020_1
CI.92.Abt96

AB.CM.03.03CM 510 03

H2 01 AB.CI.90.7312A

H2"917AB.JP.04.NHC307 20

H2~01 AB.JP.07.NMC716 81

H2-01 AB.JP.08.NMC842"16

U.CI.07.07IC TNP3

U.FR.96.12032

U.US .08 NWKO8

MAC.US x.17ECL

MAC U3 X 251 32H PJs
MAC .US .. 251 BK28
MAC .US . x . MM122_TVMXX
MNE . US.82.MNE_8
MNE. US . x.MNEG27
SMM.CI.79.SIVsmCI2
SMM. LR.89.STIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
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SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US 5.0215
SMM.US.06.F 3
SMM.US.11.SI smEGGG FL10
SMM.US.86.CFU212
SMM. US

.F236_H4
9

“PBJA
PGM53

SME543
PE660. CG7G
9.STM 37 16
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Tat exon 1 start

AATAGACATGGAGACACCCTTGAGGGAGCAGGAGAACTCATTAGAATCCTCCAACGAGCGCTCTTCATGCATTTCAGAGGCGGATGCATCCACTCCAGAATCGGCCAACCTGGGGGAGGAAATCCTCTCTCAGCTATACCGCCCTCTAGAAGCATGCTATAACACATGCT 6464
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10¢

EAC US.x.239

Tat exon 1
Rev exon 1

CI.88.UC2

.X.BEN
DE.x.PEI2 KR_KRCG
R.00.LA38
FR.01.LA42
FR.OZ.LA%gGomM

.87.CAM2CG
.X.MDS

IN.O7.NNVA

IN.95.CRIK 147

JP.08;NMC786_clone_41

.85.R0D
SN.86.ST_JSP4_27
CI.88.UCL
CI.x.20 56

. 3
GH.86.0205_ALT

JP.01.IMCJ_KRO20_1
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CI.92.Abt96

AB.CM.03.03CM_510_03

H2 01 AB.CI.90.

7312A
H2_01 AB.JP.04.NMC307_20
H2"01 AB.JP.07.NMC716_01
B.JP.08.NMC842_10

U CI.07.07IC_TNP3

.FR.96.12034
U.US.OS.NWKOS
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H P15
MAC.US.x.251 BK28
MAC.US.x.MM142_TVMXX

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1

SMM.SL.QZ.gIVSESLQZA

SMM.SL.92.5L92
SMM.US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US 5.0215
SMM.US.06.F 3
SMM. US %.SI SmEGG@ FL10

F236 H4
PBJA

SME543
PE660.CG7G
9.STM 37_16

v
=
=
c
*
G X X X X X X
o

H1
.87.D194
GM.x.ISY SBL_6669 85
X.MCNI3 -
GW.86.FG clone NIHZ

Bev exon 1 start
ATTGTAAAAAGTGTTGCTACCATTGCCAGTTTTGTTTTCTTAAAAAAGGCTTGGGGATATGTTATGAGCAATCA. .

Y _C K K C C Y H CQ F C F L K K G L G I C YM E_Q SH

Env start

Tat Rev exon 1 end Tat Rev intfon start

RCEE E LR K R LR L[CI H [

HIV-2 Genomes

. CGAAAGAGAAGAAGAACTCCGAAAAAGGCTAAGGCTAATACATCTTCTGCATCAAACAAGTAA. .
R K R R R TP K K A KA N T S S A S N K
T E LT__ A

T

.GTATGGGATGTCTTGGGAATCAGCTGC 6628
M G C L G N _Q L _

-C 669:
A—GVVAAT———T C--A- 6693

-C--A- 6703
T C---A 6701
A-C-GC- GC———— 6695

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH



(4114

L107 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sawouan g-AlH

Env signal peptide end )Env gp120 start
MAC.US.x.239 TTATCGCCATCTTGCTTTTAAGTGTCTATGGGATCTATTGT . .ACTCTATATGTCACAGTCTTTTATGGTGTACCAGCTTGGAGGAATGCGACAATTCCCCTCTTTTGTGCAACCAAGAATAGGGATACTTGGGGAACAACTCAGTGCCTACCAGATAAT 6786
\ L _S_ G C T L Y V.T V F Y G V P A W R N AT I P L F CAT KNURDTWGT T Q C L P D _N

— >
2l

CI.88 uc2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

OOFOOOOOOD

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
GH.x. IS¥ SBL 6669 85
Gn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI

5N18615T735P4727

198.LA43
GH.86.D205_ALT T--GC--C G A-
JP.01.IMCI"KR020 1 S GCT--AC--C----- A----- A---oaae CT-TATGG-
CI.92.Abt96 ----ee- A-C---R--C-nnn-- ACT------ Tooeen- .
AB.CM.03.03CM_510_03 ©2Ce----A---G----T-TACA--Y.
H2 01 AB.C1.90.7312A. -AGCT----CT--CTTA--A .
H2~01”AB.JP.04.NMC307 20 A--AGCT----CT-GCTTA- -A---A- CACC.
H2-01 AB.JP.07.NMC716 01 A--AGCT- - - -CT-GCTTA- -A- - -A-CGCC .
H2-01”AB.JP.08.NMC842"16 T A--AGCT--C-CT-GCTTA- -A- - -A-CACC.
u. Eﬁ 07. 071¢ NP3
U:08: 88 Nikas
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC .US.x.251"32H PJ5
MAC .US.x. 251 BK2
MAC .US X . MM142_TVMXX
MNE . US.82.MNE_8
MNE . US - X . MNEG27
SMM.CI.79.SIVsmCI2
SMM . LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L928B

O WIWOIWEEW >>>>>>>>>>>>E>>>>>>>>>> I':ﬂ
)
=

SMM.US . 04.6078
SMM.US .04 . G932

SMM . US . 04.M919

SMM . US . 04 .M922

SMM . US . 04 .M923

SMM . US . 04 .M926

SMM . US . 04 .M934

SMM - US . 04 .M935

SMM . US . 04 .M940

SMM . US . 04 .M946

SMM - US . 04 .M947

SMM . US . 04 .M949

SMM.US .94 .M950

SMM . US . 04 .M951

SMM . US . 04 . M952

SHM. US 950215

S US.06. FTg

SUMLUS. 11.STVsnEGGO_FL1O

SMM.US . 86.CFU212

SMM.US . x.F236_H4

SMM.US.X.H9_

SMM . US . X . PBIA

SMMLUS . x. PGiIS3

SMM.US . x . SME543

SMM.US . X. pE660.CG76G T
STM.US.89.STM 37 16~ ------- T Aemomnnn CT-GCTT--C-----

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



L107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

€0¢

V1 loop start
MAC.US.x.239 GgTGAﬂeTTgAGéAGTGGCCCTTAATGTTACAGAAAgCT;TGATGCCTGGAATAﬁTACAGTCACAGAACSGGCAATAGAGGATGTATGGCSAC'IL'CTTI'GAGACCT(SZAATAAAGC CTT(CSTGTAAQATTATgCCCATTAT(C';CATTACTATGAGAT%CAATAAAASTGAGAC 6956
v

CI.88 ucz2 -CAG---A-AC-TT-A C A C T T T CC GT ACAGG 6995

DE.x.BEN - 705

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02. LA3GGomM
.LA37

.87.D194
G x. IS¥ SBL 6669 85
Cn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone 41
PTLXALL

5N18615T735P4727

A~ i
S>>

OTOOROOD

. A
FR.00.LA44 “A-C--GA-CAGTA-A--C--A-
FR.98.LA43 C--CA-T--GA-CAAG- -A--CA-A-
GH.86.D205 ALT C--CA-T--GA-CAGG- -A- -CA-A- - - - -GGC
JP.01.IMCI KR020_1 -A---C---GAC---A-C--G--G---A-A-----GGCT-~------
CI.92.Abt96
AB.CM.03.03CM_510_03
H2 01 AB.C1.90.7312A.
H2"01-AB.JP.04.NMC307 20
H2"01°AB.JP.07.NMC716 01
H2~01"AB.JP.08.NMC842"10
u. Eﬁ 07. 071¢ NP3
: 0538 Nikos
MAC.US.x.17EC1
MACUS'x.251 1A11
MAC.US x.251"32H P35
MAC.US .. 251 BK2
MAC_US X MH142_TVMXX
MNE.US.82.MNE 8
MNE .US . x.MNEG27
SMM.CI.79.SIVSmCI2
SMM.LR.89.SIVsmLIB1
SMM . SL .92 5TVsmSL92A
SMM . SL 19251928

O WIWOWWWEW >>>>>>>>>>>>E>>>>>>>>>> I':ﬂ
)
=

— HOOn—=H=A— COnnONnONO

AT--T-CA-CC-CG--AG- 6156
TG-AG-A-----T--T--C-GC-CCACCG- 7032
TG-AG-A- - --AC- -T-CC- -C-CCACT-G 7035
AC--T-CC--C-CCACT-G 7034
TG-AG-G----AC--T-CC--C-TC-CT-G 7040
<CG----- 64

>>> S>> >

[alnla¥al

>>>> > > P>

ONN OO0 O

Ao A——A—A——O— —H

A
A
A
A
SMM.US.04.G078 A-
SMM. US.04.G6932 A
SMM.US.04.M919 A-
SMM. US.04.M922 A-
SMM. US.04.M923 A-
SMM. US.04.M926 A-
SMM. US.04.M934 A-
SMM. US.04.M935 A-
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952 A-T
SMM. US. 5.D215 A-C
SMM.US.06.F 3 A-C
SMM.US.11.SI smEGGO FL10 A-C
SMM. US.86.CFU212 A-T
SMM.US.x.F236_H4 A-C
SMM.US.x.H9 ~ A-C
SMM.US.x.PBJA A-C
SMM. US. x. PGM53 A-T
SMM.US. x.SME543 A-C
SMM.US.x.pE660.CG7G A-C
STM.US.89.STM_37_16 A-C

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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L107 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

MAC.

O WIWOIWEEW >>>>>>>>>>>>E>>>>>>>>>> I':ﬂ
)
=

CI.

AB.C
H2_0
H2~0
H2"0
H2~0
U cI.

.FR.9
U us.

X
X
LUS.x
.US.x. PGM53
X.
X.
8

US.x.239

.88 uc2

.X.BEN

.x PEI2 KR_KRCG
0. LA38

.01.LA4
.02.LA3GGomM
.LA37

.87.D194

x. ISY SBL 6669 85
8. FG clone NIHZ
187, CAM2CG

.97 .NNVA

.95.CRIK 147
.08.NMC786_clone_41
.x.ALI

:86:5T735P4727

.98,

186.D205 ALT
101.IMCI"KR020 1
92.Abt96
M.03.03CM_510_03

1_AB. CI 90. 7312A

1”"AB.JP.04.NMC307 20
1"AB.JP.07.NMC716_01
1_AB.JP.08.NMC842_10

07 07IC TNP3
@8 NWKOS

.US.x.17EC1
.US.x.251 1Al11
.US.x.251"32H P35
.US.x.251 BK2
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.SL92B
.US.04.G078
.US.04.G932
.US.04.M919
.US.04.M922
.US.04.M923
.US.04.M926
.US.04.M934
.US.04.M935
.US.04.M940
.US.04.M946
.US.04.M947
.US.04.M949
.US.04.M950
.US.04.M951
.US.04.M952
us. 5.D215
US.06.F 3
.US.11.ST smEGGO FL10
US.86.CFU212
US.x.F236 H4
H9

.PBJA

SME543
'X.pE660.CGTG
.89.STM_37_16

sawouan g-AlH

AGATAGATGGGgATTGACAAQATgAATAA%A.

GA- - -ACACCAATGCC- - -GCCAA-CC---C . . . . P G**G C- G C****C——C CC TT**T CC T C***AA Af

GA---CCAC- ACCCC--ATCCCAGG CCT- . . . . . A C--G-GAC--C- CA--T C C--CCTC---AA A-

---G--CA-TAACAGC- - - -GTGAGGGG - GC . . . . B T

CACAG- GAACACGACC CCG---GGT-C . . . . . .
CCACA

.ACAGGCT
T_6__

&

CA----C--GAA-A--A-C-C- CCCA GGA A-A-
...C----C---T-TG--C--TC-AACAT,

CAT---AC--ATGAGCT---CCCC--GG
. A C--A --»AGC --A- CGC- GCCC

A-CCA-A-G-
..--AC AGATTAATG GAC ACTGA*A—A G-
GG-GC----- CA--C-C---CCCATA----- A-
CCCA-CCACACC-GCAGGC-C-A---AGT-C TTCC--A-CC---G-G-GAATA-A-CCA-
fffG——CACAACCACAT CCCGAGCCC-GGG
CAGC-C-G--A C----CC----AG-GC A-A-G----GA--C-C-A--CGC-CG-GCA--
-A-A- ACACAACC CC»--CC A---CC--C e A--A»»GC AACACA CAA AGGA- - --A-TC---A--C---CG-ACA- -
CA- - - CTACTACTAAAC-T-TTA-T-C-C- Tttt it it it it et i et i aaa ATT--T--TA TAA-C--TC--A-A--T-AC
-AGA-CTAACAATACT--TGC---T-CT--T . . . . . . . . TGGTAAT--TA-T-C-CC-ATAG-A-
CTCAGCTA-CAA-GA---C- CTA GTCCT-C .G-GT-CCTCAG---TT-T- CTCAGAC C- AC
- -GAGCCAATACCACC-TCTC-C-C-CC-TC TA-T--TT-T--CC-CT-C----C-AT--GAC-
G-GGGCCAATA-CACTGTC- CCC TCCGG-T .G-C--CA-CA- CAATGCCACCCTTC**A T -C -AC-ACA
CC-G--AATGCC- T TCGTGGGC-GA-A-C-A-T--C--A--AGACC-A--C---AAAA-T-

-A-CCC-G--A -GTA-T-CC-
CACAGCCAACACCACC - - - GCCAAC-AC-TC Seei- “C--TAAG--CA--AGT---C------ GA-A-GAC--A----- CCGAG-T- ---TA 6274
-A-C-A------TC-A---GGGA-C-CC--T <---TA 6494

CACACCCCA-AATACC----C-CGG-AT--C -A-
CACC-CTACACC- CCA GC CCA-T-AC-AC
CA-C-C-AACAC-CCA--CCCT----AC-T-
CA-C-C-AACAC-CCA —*CTCTC—*— C-T-
CA-C-C-AACAC--CAG-CTCTC-CCC--

. LTITCIIA-C-C-CAS-GGC
A G A-ACAT-A---G--G-TC---AGAAA-A- - - -G,

-A--- --A--- --TAGCC-AG- -ATGCA--A-TC- AGTA AG-AA-A-----A--AGAGC-
A AC CAGC--AC-CA-CA--A----G-A-A-GGAAA-T--G-GC-A-GAAA-

--C-
GCAGCACCTACAACCACGACAACAACA---G---T A--G-----G--GTA---A--A-----
................................... A--A--C--T--A----A--C-AGA--AAT -A--A-
. TR ACAACTACAG-TG--A-TA---AGG------- T--TTT-A---TCCCT--TA GGAAT A-
CTACTAGCTCACCA--T--TA-TAGCC-CTT-A- TG TG-TAGCC--T--GG--AG--A--C--T--C--C----TG--

-GC------ AG-T.-G-C---T-G. - -C-

ACA-
ACAGGGAACACAACAGCAACAACACCAACTACGACACCATCAC
ACAACAACCCCAT
ACAATGAAACCAACAACAACAGAAG
........... CTﬁEﬁC

A

------ GGAACGC -GG A--A G-A---C--AGT-TGGC- -A-A-TG-TA-

G CCACCAACA- ISR IR AR ISR A TE A

------ G A ACAACA- AT-------A--G-A---C--AGT-T-GC- -A-A-TG-TA-A-
----- GG-GS-CC-G -A--C-AC--T--C--AT--T--C-A-GG-T--A-
77777 GG-A--CC-G . . CCAACAACAACACAAACAACA— A T--C--AT--C--C-A-GG-T--A-
. . CCAACAACAACAACA - - - -- -A--A- - -A--GCC- - ~AAG- - -A-G- -AT--C--C-A-AG-TA-A-

. ACAACAACAACAG-G=-A-T--A-==---T=-A----A---A--A---T--C-CC-A-GG-TA-A-
.. .ACAACAACA- - -T--A--A--------G--G-A---C--AGT-T-GC--A-A-TG-TA-A-

Ia

~26-AACGC-GGG.
B GGGAA--C-GT-

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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sowouany 7-ATH

114

Vlloopend, V2 loop start
MAC.US.x.239 TGGAAC3AGAGCSAATGATAASCTETAQATTCAACATGACAGgGTTAAAAAGAGACAAGAAAAAAGAGTACAﬁTGAAACTTGGTACTgTGCAGATTTGGTATETGAA
v

CI.88 ucz2 ---GGG-C--AGGG- - -G-T-AT-
DE.x.BEN -A-GGT-T---G-G-----GCAA-
DE.x PEI2 KR KRCG -A- GGAGT»-AG GG-AG-CGAT-
FR.00. LA38

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
G x. IS¥ SBL 6669 85
Cn’86. FG clone NIHZ
187, CAM2CG

.07 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone 41
PTOXALL “A-GGG-T--AG-G---G-C-AT---
SN.85. <2-G-G-G--AG---C---C-AT--C
SN.86.ST735P4727 G-G

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR20_1

CI.92.Abt96
AB.CM.03.03CM_516_03 A AT AG-G---G-T-CA
H2 01 AB.C1.90.7312A. ---G-G-G--AG-G- - -G-CGAT -
H2-01-AB.JP.04.NMC307 ---G---G--AG-G- -AG- CCAG-
1581 AB:3p107 601 -o G iIEIIAC eI ARIEERR:
H2-01"AB.JP.08.NMC842°10  ---G-G-G--AG-GG-AG-CCAG
u. Eﬁ 07. 071¢ NP3
00888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK28
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928

O WIWOWWWEW >>>>>>>>>>>>E>>>>>>>>>> I':ﬂ
)
=

SMM. US04 .GO78
SMM . US . 04 . 6932

SMM . US .04 .M919

SMM . US . 04 .M922

SMM . US . 04 .M923

SMM . US . 04 .M926

SMM.US .04 .MO34

SMM . US .04 .MO35

SMM . US . 04 .M920

SMM.US . 04 .MO46

SMM . US . 04 .M947

SMM . US . 04 .M949

SMM . US . 04 .M950

SMM . US .04 .M951 T
SMM . US . 04 .M952 T
S :US 050215 T
S :US 06 FTg

SHMCUS 11 STV smEGGO_FL10 T
SMM.US .86, CFU212

SMM.US . x. F236_H4 T
SMM.US.X.H9 ~ T
SMM.US . X . PBJA T
S CUS X P53 T
SMM . US - x - SME543 T
SMM . US . x . pE660. CG7G T
STM.US.89.STM 37 16

AGCACA——C——G——A——C C —C CG
-ACACA-CA-CTG-C-
-CT-A---G- CCAGCC C-A

C-G-CCCAG-
T T SEARGTAT e AR
6G--ACA-C-CCAGE -CC-T

-GGC- “A- AT---C-
ACCAATAATAAGAC-AAT- - - - - G- -AAA-G-GAC--AC-
CAGAGTéﬁT- ——CTGé Aﬁ—--GAGC C-

GGT A---C G-

:-AAG C---CAG C-GGC
", .C-AGGAGGAAA- G-AAGC-

_CA-CCAGCA-A---A-G---G-
.CA-TCAGCG-A--AA-G---G-
CAA---GT

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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SowIouan) Z-ATH

sawouan g-AlH

V2 loop end,
MAC.US.x.239 CACT%TAACACTTgTGTTATCCSAGAGTgTTgTGACAAACﬁTT¢TTGGGATGCTA¥TAGATTTAGGTATT%TGCACCTCCAGgTTATGCTTTGCITAGATETAATGACACAAATTeTTgAGECTTTATGCCTAAATSTT%TAQGGTGGTGGTCTgTTgATgCACAAGGAT 7400
v — —

CI.88 uc2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.@Z.LA3GGOmM
A37

.87.D194
GH.x. IS¥ SBL 6669 85
Gn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI

5N18615T735P4727

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR620_1

CI.92.Abt96
AB.CM.03.03CM_516_03
H2 01 AB.C1.90.7312A.
H2-01-AB.JP.04.NMC307 20
H2-01"AB.JP.@7.NMC716-01
H2-01”AB.JP.08.NMC842_10
u. Eﬁ 07. 071¢ NP3
0: 0888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM:LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928

O WIWOIWEEW >>>>>>>>>>>>E>>>>>>>>>> I':ﬂ
)
=

SMM. US04 .GO78
SMM . US . 04 . 6932

SMM . US .04 .M919

SMM . US . 04 .M922

SMM . US . 04 .M923

SMM . US . 04 .M926

SMM.US .04 .MO34

SMM . US . 04 .MO35

SMM . US . 04 .M920

SMM.US . 04 .MO46

SMM . US . 04 .M947

SMM . US . 04 .M949

SMM . US . 04 .M950

SMM . US .04 .M951

SMM . US . 04 .M952

S US 050215

S :US 06 FTg

SHMCUS 11 STV smEGGO_FL10
SMM.US .86, CFU212
SMM.US . x. F236_H4
SMM.US.X.H9 ~

SMM.US . X . PBJA

SHMCUS DX P53

SMM . US - X SME543

SMM . US . x . pE660. CG7G
STM.US.89.STM_37_16 7039

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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sowouany 7-ATH

L0¢

MAC.US.x.239
\%

CI.88 ucz2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
G x. IS¥ SBL 6669 85
Cn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI

5N18615T735P4727

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR20_1

CI.92.Abt96
AB.CM.03.03CM_516_03
H2 01 AB.C1.90.7312A.
H2-01-AB.JP.04.NMC307 20
H2-01-AB.JP.@7.NMC716-01
H2-01”AB.JP.08.NMC842_10
u. Eﬁ 07. 071¢ NP3
00888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK28
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928

O WIWOWWWEW >>>>>>>>>>>>E>>>>>>>>>> I':ﬂ
)
=

SMM. US04 .GO78
SMM . US . 04 . 6932
SMM . US .04 .M919
SMM . US . 04 .M922
SMM . US . 04 .M923
SMM . US . 04 .M926
SMM.US .04 .MO34
SMM . US .04 .MO35
SMM . US . 04 .M920
SMM.US . 04 .MO46
SMM . US . 04 .M947
SMM . US . 04 .M949
SMM . US . 04 .M950
SMM . US .04 .M951
SMM . US . 04 .M952

S :US 050215

S :US 06 FTg
SHMCUS 11 STV smEGGO_FL10
SMM.US .86, CFU212
SMM.US . x. F236_H4
SMM.US.X.H9 ~
SMM.US . X . PBJA

S CUS X P53
SMM . US - x - SME543
SMM . US . x . pE660. CG7G
STM.US.89.STM 37 16

GATGGéGACACSGACTTgTACTTGGTTTGSCT;TAATGEAACTAGAGCAGAAAATAGAACTT¢TA}TTACTGGCATGgTAGG

C
C
C
C
C
C
7
C
C
C
C

B T Ta R Ta

HIV-2 Genomes

V3 loop start

GATAATAGGACTATAATTAgTTIAAﬁTAAGTATT¢TAATCTAACAA&GAAAT%TAGAAGACCAGgAAATAﬁGACAGTTTTACCAG 7567

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH



80¢

L107 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sawouan g-AlH

V3 loop end,
MAC.US.x.239 STETeE A ATCAATGATAGGCCAAAGCéGGCATGGT%TTGGTTTGSAGgAAAATGGAAGGATGCAATAAAAGAGGTGAAGCGGACCATTGTCAAACATCCCAGGTAT
v

CI.88 uc2 A- . C C—HCAGG

DE.x.BEN T T AC AC

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02. LA3GGomM
.LA37

.87.D194
GH.x. IS¥ SBL 6669 85
Gn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI

5N18615T735P4727

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR620_1

CI.92.Abt96
AB.CM.03.03CM_516_03
H2 01 AB.C1.90.7312A.
H2-01-AB.JP.04.NMC307 20
H2-01"AB.JP.@7.NMC716-01
H2-01”AB.JP.08.NMC842_10
u. Eﬁ 07. 071¢ NP3
0: 0888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM:LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928

O WIWOIWEEW >>>>>>>>>>>>E>>>>>>>>>> I':ﬂ
)
=

SMM . US . 04.G078
SMM ' US . 046932

SMM . US . 04.M919

SMM . US . 04 .M922

SMM - US . 04.M923

SMM . US . 04.M926

SMM.US . 04 .M934

SMM | US . 04 M35

SMM . US . 04 .M94Q

SMM . US . 04 .M946

SMM - US . 04.M947

SMM . US . 04 .M949

SMM - US . 04-M950

SMM . US . 04M951 c G
SMM . US . 04 .M952

S US 050215 c G
S :US 06 FTg C -
SHMCUS 11 STV smEGGO_FL10 G C G
SMM . US .86, CFU212 c G
SMM.US . x . F236_H4 G C G
SMM.US.x.HQ_ G c G
SMM . US . x . PBJA G c G
SHMCUS DX P53 G C

SMM.US . x . SME543 G c G
SMMUS . x - pE66O . CG7G G c G
STM.US.89.STM_37_16 G c G

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



L107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

60¢

MAC.US.x.239

O WIWOWWWEW >>>>>>>>>>>>E>>>>>>>>>> I':ﬂ
)
=

CI.

AB.C
H2_0
H2~0
H2"0
H2~0
U cI.

.FR.9
U us.

X
X
LUS.x
.US.x. PGM53
X.
X.
8

.88 ucz2

.X.BEN

.x PEI2 KR_KRCG
0. LA38

.01.LA4
.02.LA3GGomM
.LA37

.87.D194

x. ISY SBL 6669 85
8. FG clone NIHZ
187, CAM2CG

.97 .NNVA

.95.CRIK 147
.08.NMC786_clone 41
.x.ALI

:86:5T735P4727

.98,

186.D205 ALT
101.IMCI"KR020 1
92.Abt96
M.03.03CM_510_03

1 _AB. CI 90. 7312A

1"AB.JP.04.NMC307 20
1"AB.JP.07.NMC716_01
1_AB.JP.08.NMC84210

07 07IC TNP3
@8 NWKOS

.US.x.17EC1
.US.x.251 1Al11
.US.x.251"32H P35
.US.x.251 BK2
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.SL92B
US.04.G078
US.04.G932
US.04.M919

.US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935

.US.04.M940
US.04.M946
US.04.M947
US.04.M949

.US.04.M950
US.04.M951
US.04.M952
us. 5.D215
US.06.F 3

.US.11.ST smEGGO FL10
US.86.CFU212
US.x.F236 H4

H9

.PBJA

SME543
"X pE660.CGTG
.89.STM_37_16

V4 loop start
AﬁTACTGATAﬁAATCAATTTG ACGGCTCCTGgAGEAGgA GATCCGGAAGTTACCTTCA&GTGGACAAQTTECAGAGgAGAGTTCCTCTACT%TAQAATGAATTGGTTTCTAAATTGGGTAGAAGATAGGAATACAGCTAACC3GAAG ............... Cg 7865

CA
-A- -A-C----CAGGTC-G
~C-G-CCA-C-AA-CGGGTCAA- - -A*AC GGT.
-----A-C--A-CARGGAGCCCA

CGC--A--G
Z-C-TAACGG-T--
-5C-TAACA--T--

T~ Ml

[alalalslalalale]

A--GT-
TC A-CA--AGTAT-A-AA- A--CGAC---TTCT- -
- - -TCACA-GCG-A--G- -AGT. AT-A-AR-A----AA-
G----C-CA----- A--G--A.
6-C--AA-G--M--A-CC--T.. .
G----GACA----- T--C--T
G-C-AAGG--T--T-CC.-T

-C-T/
,,E TAAG T

A---CTCA--C--A-
AC---CTCA--C--A-

360
CAGAAG-- 7339
. .CAGAAG- - 7342

-G--A- -C-TGA- AG A, CAAAAC-- 7018
-G----- AG C---AA-C--GCT- GATGGACATCACAAACTAG 6936
C--A---TTGA-ACT- - CA-GATGGAAAAACCAAAAG- - 6965

G-----A--CGA-ARAGGTTCT - TATGGGAACAACAAAACAA 7161
T--GA--TTTGG- -ACA--G-T-CT-G-TGGAAACAGCAAAACT - 7138
T A--CGA-A-AGGGTCC-GATGGATGCAACAAACA-A 7160
--AG-C-T-AAAGGTTCT - GATGGAAGCAACAAAACGT 7163
-C-TAG-C-T-A----AG-T-GATGGACAAGACAAAAC- - 7147
-C--A--—-T T-AC-T-CT-GATGGACACAGCAAAAGAA 7
A TGGACGGATCAAAAG

[alalalalalalale

GACGCAACAAAAGAA 7188
GATGGCTGAAACAAAAT - - 7154
GATGGAGCAGCCAGAACQQ ; 44

CC- GATGGAAGCAACAAAAG- - 7144
A--CTT-A- GC---TC--AAAGCATGGAGCAAAA T 7137
AT---A-AAC-G-TCT-GATGGAAGCAACAAAA 7136
-A--A---G-TA-AG-GA »»-TGCGAGAAACAAAAACAA 7137
---C--A--C-TGT--TCA--A--C.......oo0vun.n AA 7150
-G--C--AG-CCA-AAG-GTAGC-GATGGAGACAACAAAATA- 7874
------A--C-G-A-GC-GAT-G- - GCGAGAAACAACAACGA 7132
-G--C--AG-CCA-AAGGGTGGC - GATGGAAACAACAAAATAG 7830

.-TA-A-AA-GGTTCT-GATGGACAAGTCAAAAC-A 7354

A--C---T-AGGTTCTCTATGGACACAACAAACAAA 7814
-G--C--AG-CCA-AA--GTA-C-GATGGAAACAACAAAAGAA 7887
-G--C--AG-CCA-AAG-GTAGC-GATGGAGACAACAAAATA- 7870

----A-C--A-G----T-AG-AAT- -GAGATTGGAACAAAAACAA 7519

HOo—A——— 1 O

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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L107 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sawouan g-AlH

K 147
.08.NMC786_clone_41
.x.ALI

V4 loop end, V5 start
EAC.US.X.239 AAAGGéACéGCATAAAAGGAATTACGTGCCATETCATATTAGACéAA¥AATCAACACTTGGCATAAAGTAGSCAAAAATGTTT¢TTTGCCTCCAAGAGAGGgAGACCTCACGT%TAACTgCACAGTGACCAgTCTCATAGCAAACATAGATTGGATTGAT .......... 8025
nv
A.CI.BB uc2 -G--GT-G--C--C-----A- -T--CACAGA- -GA. 8040
A.DE.x.BEN G--GT-GG-C---G-A--A- -T--CATAGA-A-A. 8080
A.DE.x PEI2 KR KRCG 8030
A.FR.00. LA38 8099
A.FR.01.LA4. 8035
A.FR.@Z.LA3GGomM 8084
A.FR.93.LA37 8073
A.FR.96.LA40 8055
A.FR.98.LA39 T--T-»CAT--C-- G 7944
A.FR.98.LA41 T—-T---GTA 8094
A.GH.x.GH1 T 7506
A.GM.87.D194 7500
A.GM.x.ISY SBL_6669_85 7503
A.GM. x. M 7513
A.GW.86. FG clone NIHZ 7500
A.GW.87.CAM2CG 8095
A.GW.x.mps ~ .............TGGCAC-----T--A-----C-----A-AG--------T-----C--------------A-G------A-----------C--G--A----- 7563
A.IN.07.NNVA 8078
ﬁ.IN.QS CRI 7834
A.
A.
A.
B.
B.
B.
B.
B.
B.
B.
G.

CI.

AB.C
H2_0
H2~0
H2"0
H2~0
U cI.

.FR.9
U us.

.US.x.17EC1
.US.x.251 1Al11
.US.x.251"32H P35
.US.x.251 BK2
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A
.SL.92.SL92B

X
X
LUS.x
.US.x. PGM53
X.
X.
8

.85. C T

.86.5T735P4727 T T----

88.UC1

Xx.20 56

x.EHO

00.LA44

.98.LA4.

.86.D205_ALT

.01.IMCI"KRO20_1

92.Abt96 G--T-----AGA--A-AGG. 7441
M.03.03CM 510 03 T-----T--CACA-AA.... 7162
1_AB. CI 90. 7312A -T--CGTAGAC-TA. 071

1”"AB.JP.04.NMC307 20
1"AB.JP.07.NMC716_01
1_AB.JP.08.NMC842_10

07 07IC TNP3
@8 NWKOS

-T--2G--CCG--
T GA

(=
[
ot OHOUVARBRRREERRRRARRD
© [}

.PBJA

SME543
'X.pE660.CG76
.89.STM 37 16 -

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



L107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

11¢

\'Al end Rev Responsive Element (RRE) start
GgAAACCéAACTAATATCACCATGAgTGCAGéGGEGGCAGAACTGTATCGATTGGéATIGGgAGATT¢TAQATTAGTAGAGATCACTCCAATTGgCTTGGCCCCCACAGATGTGAAGAGGTACACT... 8151

MAC.US.x.239
\%

CI.88 ucz2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
G x. IS¥ SBL 6669 85
Cn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI

5N18615T735P4727

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR20_1

CI.92.Abt96
AB.CM.03.03CM_516_03
H2 01 AB.C1.90.7312A.
H2-01-AB.JP.04.NMC307
1501 AB 3P 07 NMET 1601
H2-01”AB.JP.08.NMC842_10
u. Eﬁ 07. 071¢ NP3
00888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928

O WIWOWWWEW >>>>>>>>>>>>E>>>>>>>>>> I':ﬂ
)
=

SMM. US04 .GO78
SMM . US . 04 . 6932
SMM . US .04 .M919
SMM . US . 04 .M922
SMM . US . 04 .M923
SMM . US . 04 .M926
SMM.US .04 .MO34
SMM . US .04 .MO35
SMM . US . 04 .M920
SMM.US . 04 .MO46
SMM . US . 04 .M947
SMM . US . 04 .M949
SMM . US . 04 .M950
SMM . US .04 .M951
SMM . US . 04 .M952

S :US 050215

S :US 06 FTg
SHMCUS 11 STV smEGGO_FL10
SMM.US .86, CFU212
SMM.US . x. F236_H4
SMM.US.X.H9 ~
SMM.US . X . PBJA

S CUS X P53
SMM . US - x - SME543
SMM . US . x . pE660. CG7G
STM.US.89.STM 37 16

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH



sawouan g-AlH

Env gp120 end Env gp41 start
MAC.US.x.239 ACTGSTGgCACCTgAAGAAATAAAAGAG8GGTCTTTGTGCIAGgGTTCTTGGETTTTCTCGCAACGGCAGETTgTGCAATGGgCGCGGCGTgGTTGACGCTGACCGCTCGGT%CCGAACTTEATTGGCTGSGA¥AGTGCSGCéACSGCéACéGC[GTTGGACGTGG&CAA 8321
v

CI.88 uc2 ...TCG-C-C-AG-G--G--C -G--A
DE .. .TCAACTC-AGTG--G--C

.X.BEN
DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
GH.x. IS¥ SBL 6669 85
Gn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI

5N18615T735P4727

198.LA43
GH.86.D205_ALT T--A
JP.01.IMCI"KR020 1 CA-CG--AC-G-~G----~G-----T--ACCG----------- | P

CI.92.Abt96 TC- TG -AC-G-Amnmmmmmmmme- ToAecemmeeeea |
AB.CM.03.03CM_510_03 . TCAACTC-AGGG- -G
H2 01 AB.C1.90.7312A.
H2~01”AB.JP.04.NMC307 20
H2-01 AB.JP.07.NMC716 01 G-
H2-01”AB.JP.08.NMC842"16 STC1-CTC-AGAG-
y. CcI. 07 071¢ NP3 TCA-CA--AC-G--G

‘FR.9 CA-TG--AC-G--G
U:08: 88 Nikas
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC .US.x.251"32H PJ5
MAC .US.x. 251 BK2
MAC .US X . MM142_TVMXX
MNE . US.82.MNE_8
MNE . US - X . MNEG27
SMM.CI.79.SIVsmCI2
SMM . LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L928B

O WIWOIWEEW >>>>>>>>>>>>E>>>>>>>>>> I':ﬂ
)
=

SMM. US.04.GO78
SMM. US . 04 .G932
SMM. US.04.M919
SMM. US . 04 .M922
- SMM. US.04.M923
SMM. US . 04 .M926
e SMM. US.04.M934
< SMM. US . 04 .M935
SMM. US . 04 .M940
72 SMM. US . 04 .M946
< SMM. US . 04.M947
= SMM. US . 04 .M949
= SMM. US . 04.M950
o SMM. US.04.
= SMM. US.04.
<] SMM.US. 05. A
(¢ SMM.US.06. F
a SMM.US.11. A
SMM.US.86.
=] SMM. US . X A
E SMM.US . x .H9 A
= SMM.US . x. A
=4 SMM. US . x . PGM53 A
g SMM. US . x . SME543 A
2 SMM.US. x. pE66O. CG7G A
= STM.US.89.STM 37 16 A
g
[\
[—3
[y
N

SowIouan) Z-ATH

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



L107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

€1¢

MAC.US.x.239
\%

CI.88 ucz2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02.LA3GGOmM
.LA37

.87.D194
G x. IS¥ SBL 6669 85
Cn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI

5N18615T735P4727

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR20_1

CI.92.Abt96
AB.CM.03.03CM_516_03
H2 01 AB.C1.90.7312A.
H2-01-AB.JP.04.NMC307 20
H2-01-AB.JP.@7.NMC716-01
H2-01”AB.JP.08.NMC842_10
u. Eﬁ 07. 071¢ NP3
00888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK28
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928

O WIWOWWWEW >>>>>>>>>>>>E>>>>>>>>>> I':ﬂ
)
=

SMM. US04 .GO78
SMM . US . 04 . 6932
SMM . US .04 .M919
SMM . US . 04 .M922
SMM . US . 04 .M923
SMM . US . 04 .M926
SMM.US .04 .MO34
SMM . US .04 .MO35
SMM . US . 04 .M920
SMM.US . 04 .MO46
SMM . US . 04 .M947
SMM . US . 04 .M949
SMM . US . 04 .M950
SMM . US .04 .M951
SMM . US . 04 .M952

S :US 050215

S :US 06 FTg
SHMCUS 11 STV smEGGO_FL10
SMM.US .86, CFU212
SMM.US . x. F236_H4
SMM.US.X.H9 ~
SMM.US . X . PBJA

S CUS X P53
SMM . US - x - SME543
SMM . US . x . pE660. CG7G
STM.US.89.STM 37 16

— A=A | A=

HIV-2 Genomes

RRE end,
CCAAATG
PN

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH



14 X4

L107 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

MAC.US.x.239
\%

CI.88 uc2

.87.C

.X.BEN
DE.x PEI2 KR KRCG
00. LA38

.LA4
.LA3GGomM
.LA37

.87.D194
GH.x. IS¥ SBL 6669 85
Gn’86. FG clgne NIHZ

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41

PT.x.ALI

O WIWOIWEEW >>>>>>>>>>>>E>>>>>>>>>> I':ﬂ
) 5]
=

5N18615T735P4727

.98.LA43
GH.86.D205_ALT
JP.01.IMCJ"KRO20_1

CI.92.Abt96
AB.CM.03.03CM_510_03
H2_01 AB. CI 90. 7312A

H2"01"Al

H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

B.J

P.04.NMC307

U cI. 07 07IC TNP3

.FR.9

U us. 08 NWKOS
MAC.US.X.17ECI

MAC.US.
MAC.US.x
MAC.US.

x.251

X.

1A11
251 32H P35
_BK2

MAC.US.x. MM11271VMXX

MNE.US.
MNE.US.

8

X
.79.5IVsmCI2

OHOUVARBRRREERRRRARRD

2.MNE_8
MNEO27

9.SIVsmLIB1

192.5TVsmSL92A
2B

PGM53
-SME543
- pE660.CG7G
9.STM_37_16

sawouan g-AlH

CAAgTCTAACACCAAAGTGGAﬁCAATGAGACTTGGCSAGAGTGGGAGCGAAAGGTTGACTTCT[GGAAGAAAﬁTATAACAGCCCTCCTAGAGGAGGCACéAATTCéACéAGAGAAGAACATGTeTGAATTACéAAAGTTGAATAgCTGGGSTGTGTTTGgCAATTGGTTT 8649

—AAA C- A——CCG—— -C-A--G-C-

A--CAT-GGAG-
A-TCCT----G-

AC--CT-G-- 695
AC--CT-GG- 677
AC--CT-GG- 667
AC---T-G-- 694
ATTC.T--CA 8173
s 188

AC EAT Goh 8100
64

~CTCGT-GGTG- -T
- -CAT-GCTG-

‘6 T-
~CTCAT-GGTG- -T
ACTCAT-GGTG--T--T-
A--CAT-GGTG--T--T-

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



Tat Rev intron end Tat Rev exon 2 start

MAC US.x.239 GACCTTGCTTCTTGGATAAAGTATATACAATATGGAGTTTATATAGTTGTAGGAGTAATACTGTTAAGAATAGTGATCTATATAGTACAAATGCTAGCTAAGTTAAGGCAGGGGTATAGGCCAGTGTTCTCTTCCCCACCCTCTTATTTCCAGCAGACCCATATCCAACA 8819
D L A S W I K.Y I QY GV Y I V.V GV I L LRIV I Y I VQMTLASKTLZ RAOQGYRPVFSSPP S Y F QOQTHI Q.

Tat exon 2

Rev exon 2

CI.88.UC2

.X.BEN
DE.x.PEI2 KR_KRCG
R.00.LA38
FR.01.LA42
FR.OZ.LA%gGomM

H1

.87.D194
GM.x.ISY SBL_6669 85

X.MCNI3 -
GW.86.FG clone NIHZ
.87.CAM2CG

.x.MDS
IN.O7.NNVA
IN.95.CRIK 147
JP.08.NMC786 clone 41

L107 wnipuadwo)) duanbag ATH

.85.R0D
SN.86.ST_JSP4_27
CI.88.UCL
CI.x.20 56

[
AO0 OONO OO ONOONNOO NOOONOONNON

. 3
GH.86.D205 ALT
JP.01.IMCI"KRO20_1
CI.92.Abt96
AB.CM.03.03CM_510_03
H2 01 AB.CI.90.7312A
H2-01"AB.JP.04.NMC307 20
H2-01"AB.JP.07.NMC716-01
B.JP.08.NMC842-10  --TT-AA-
y. CI.07.07IC TNP3
‘FR.96.12032
U:08:88: Nikoe

A-GAC-T--AA
--GA-GAC-T-

O WOWWWEEW >>>>>>>>>>>P>>>>>E>>>>>
@
=

s
L)
<
W)
Q
o)
=]
=]
=
2

CAeeGo-T-C-TA---T GGAC
226 cA--G--T-C-TA-

o
oo
>
P4

x.17EC1
x.251 1A11
MAC.US.x.251"32H P15
x.251 BK28
X.MM142_IVMXX

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.gIVSESLQZA

SMM.SL.92.5L92 267
SMM.US.04.G078 112
SMM. US.04.G932 089
SMM.US.04.M919 114
SMM. US.04.M922 114
SMM.US.04.M923 101
SMM. US.04.M926 110
SMM. US.04.M934 086
SMM. US.04.M935 093
SMM. US.04.M940 139
SMM. US.04.M946 114
SMM. US.04.M947 098
SMM. US.04.M949 073
SMM. US.04.M950

SMM.US.04.M951

SMM. US.04.M952

SMM. US 5.0215

SMM.US.06.F 3

SMM. US %.SI SmEGG@ FL10

F236 H4
PBJA

SME543
PE660.CG7G
9.STM 37_16

v
=
=
c
*
G X X X X X X
o

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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SowIouan) Z-ATH

EAC US.x.239

Tat exon 2
Rev exon 2

CI.88.UC2

.X.BEN
DE.x.PEI2 KR_KRCG
R.00.LA38
FR.01.LA42
FR.OZ.LA%gGomM

H1
.87.D194
GM.x.ISY SBL_6669 85
X.MCNI3_ -
GW.86.FG clone NIHZ
.87.CAM2CG

*X.MDS
IN.97.NNVA

IN.95.CRIK 147
JP.08;NMC786_clone_41

.85.R0D
SN.86.ST_JSP4_27
CI.88.UCL
CI.x.20 56

. 3
GH.86.0205_ALT

JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.03CM_510_03
H2 01 AB.CI.90.7312A
H2_01 AB.JP.04.NMC307_20
H2"01AB.JP.07.NMC716_01
B.JP.08.NMC842_10
U CI.07.07IC_TNP3

O WOWWWE®W >P>>>>>>>>>>P>>>>>E>>>>>
@
=

.FR.96.12034
U.US.OS.NWKOS
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H P15
MAC.US.x.251 BK28
MAC.US.x.MM142_IVMXX

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.gIVSESLQZA

SMM.SL.92.5L92
SMM.US.04.G078
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US 5.0215
SMM.US.06.F 3
SMM. US %.SI SmEGG@ FL10

F236 H4
PBJA

SME543
PE660. CG7G
9.STM 37_16

v
=
=
c
*
G X X X X X X
o

sawouan g-AlH

GGACCCGGCACTGCCAACCAGAGAAGGCAQAGéAAgAGﬁCGgTGgAGéAGgCGgTGGCAﬁCAgCTgCT&GCgTTGGCéGA¥AGéAT¢TATTCATTTCCTGATCCGCCéACTGATACGCCICTTGACTTGGCIATTCA%CAACTECAGAACCTTGC[AT%GAGAGTATACC 8989

R T RO A _T Q0 P E K
G_ PG T A N Q R R _Q R K R R W R

>>> 000> > > PO00OOO OO

LD
> OP>> 0O > 0000000 PO

>> >>>> > = O>>>>>D> D

T- TG CTCG——éAGC—

‘R~
A D_ R I Y S F P D P P T D T P L D L A I Q Q L Q N L A I E S I P

--CGCGAAC-C-- 8998
044

8474

9031
8996

G
-T--AGACC-C-- 9073
-T--AGACC-TT- 9035
-T--AGACC-T-- 9020
-T--AGA-C-T-- 8137

C--GA-CYT-- 8417

--AGACC-T-- 9034
»CAGAGC T-- §5I3

e

<-GA-C---- 82

T---GA-C-G-- 8250
A 2

----T---GAAC-G-- 8780

AT--C-T----A------ 8933
011

G-A--A----- T---GG-T-GT----- C--GA-C---- 8640

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



L107 wnipuadwo)) duanbag ATH

sowouany 7-ATH

LIC

Rev end Nef start
ATTCGAGAAGTCCTCAGGACTGAACTGACCTACCTACAATATGGGTGGAGCTATTTCCATGAGGCGGTCCAGGCCGTCTGGAGATCTGCGACAGAGACTCTTGCGGGCGCG 9147
o L L Q Y G W _S_Y H AV Q AV WR AT E T A G

MAC.US.x.239 AGATCCTCCAACCAATACTCCAGAGGCTCTCTGCGACCCTACAGAGG.
nv QI L QP I L QRL SATL QR
T - A" I__S_M R R S R P S G D L[ R QU R L LR AR

Nef
Rev exon 2 P T N T PEALCDGPTE . . . . DS RSP 0 D%

CI.88.UC2

.X.BEN
DE.x.PEI2 KR_KRCG
R.00.LA38
FR.01.LA42
FR.OZ.LA%gGomM

H1
.87.D194
GM.x.ISY SBL_6669 85
X.MCNI3 -
GW.86.FG clone NIHZ
.87.CAM2CG

*x.MDS
IN.97.NNVA

IN.95.CRIK 147
AP08.HC786_clone 41

WX

.85.R0D
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

. 3
GH.86.0205_ALT
JP.01.IMCI"KR020_1 A - - “A--A--AA----A--A-CGAC- - -GG-

CI.92.Abt96 . - - -TG-ACC- -A-CAACT - -GG-
AB.CM.03.03CM_510_03

H2 01 AB.CI.90.7312A
H2_01 AB.JP.04.NMC307_20
H2"01"AB.JP.0O

O WOWWWEEW >>>>>>>>>>>P>>>>>E>>>>>
@
=

7 .NMC716°01 . . . : o
B.JP.08.NMC842_10 . . . - “ATC----GGC
y. CI.07.07IC TNP3 . . G - -CCAG-GG-
.FR.96.12032 e .. €6 ACCT- - - -A-AG
0: 0888 Nikos
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H P35
MAC.US.x.251 BK28
MAC . US . x.iM142_TVMXX
MNE.US.82.MNE_8 . .--C
MNE . US . x . MNE627 T AT----CA . 16-C--
SMM.CI.79.SIVsSmCI2 -GG---CT - e - GCCA-GA- CAGGA T
SMM.LR.89.5IVsmLIB1 . . “GA-—-T-C-----T--T. 6G---G-A--T---C---
SMM.SL.92.5IVsmSLI2A T . ---ATC- -AAGCC-G-
SMM.SL.92.5L92B A-A--T-AGT . A---1GC-TG- ~GCAGG- - -TA-C-G TC--A--CTG
SMM . US . 04.G78
SMM.US . 04.G932
SMM.US . 04.M919
SMM.US . 04.M922
SMM US04 .M923
SMM . US . 04.M926
SMM . US . 04.M934
SMM US04 M35
SMM - US . 04 .M940
SMM . US . 04 .M946
SMM.US . 04.M947
SMM . US . 04 .M949
SMM . US . 04.M950
SMM US04 .M951
SMM . US . 04.M952
S US . 05.D215
ShM. US.06. FTg
SMMLUS. 11.STVsnEG60_FL1O

F236 H4
PBJA

SME543
PE660.CG7G
9.STM 37_16

v
=
=
c
*
G X X X X X X
o

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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Env gp41, gp160 end

] 4

L107 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

CI.88.UC2

.x.BEN
DE.x.PEI2 KR_KRCG
R.00.LA38 ~
FR.01.LA42
FR.02.LA36GomM
FR.93.LA37
FR.96.LA40

FR.98.LA39
FR.98.LA41

187.D194
GM.x.ISY SBL 6669 85
X MCNT

GW.SG FG clone NIHZ
.87.CAM2C
-MD!

197.NNVA
IN.95.CRIK 147
JP.OB.N¥C7867clone741

.85.R0D
SN.86.ST_JSP4 27

198.LA43

GH.86.D205 ALT
JP.01.IMCI"KR020_1
CI.92.Abt96

AB.CM.03.03CM 510 03

H2 01 AB.CI.90.7312A

H2"917AB.JP.04.NHC307 20

H2~01 AB.JP.07.NMC716 81

H2-01 AB.JP.08.NMC842"16

U.CI.07.07IC TNP3

U.FR.96.12032

U.US .08 NWKO8

MAC.US x.17ECL

MAC U3 X 251 32H PJs
MAC .US .. 251 BK28
MAC .US . x . MM122_TVMXX
MNE . US.82.MNE_8
MNE. US . x.MNEG27
SMM.CI.79.SIVsmCI2
SMM. LR.89.STIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

O WNWWIWOW >>>>>>>>>>P>>>>>E>>>>>D
)
=

SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US 5.0215
SMM.US.06.F 3
SMM.US.11.SI smEGGG FL10
SMM.US.86.CFU212
SMM. US

.F236_H4
9

“PBJA
PGM53

SME543
PE660. CG7G
9.STM 37 16

)
=
=
c
a
9 X X X X X X
T

T_Y G R L[ L G _E_

A AG-G
GG A AT oA AT 18 IEE A
<<7A=-G---C----G---A--GG-ACA-AT- - -G- -GG
G-AA---C-C

--6G-A--G-T-------G--
C---G-6-CG-CG- - -GC-

MAC.US.x.239 TﬁGGEAGSCTIAT%GGéGACTC[TAgGAgAGgTGgAAGATGGA%ACICGCAA%CCgCAgGAgGA¥TAGACSAGgGCTTGAGCTCACTCTCTIGTGAGGGA ...... CAGAAATACAATCAGGGACAGTATATGAATACTCCATGGAGAAACCCAGCTGAAGAGAGAGAAA 931
v —

_Q K _ Y N Q G _Q_Y M N T P W R N P A E E R E

- 9308

6-CGG- -TC-A------ G-T-Temmmmmenn Commmmnaes GC-
-ATGC- - - -AGA-C- - -AG-G-G- .
“TGCC- -A--GAC- -A--G-G-G- .
AG-CTTTG-GA-C---AgéG»G-G

GC-
GC--GG-GG-C---AG-G-
-TGCT----GA-C-C-AG-G-G-. 8389

-- 8739
. 8372

-GC---T-G-G-A--G----TC-- --ALG--AGLG- -

- -AGGC- -T-G-G-A-- G- - -TC C AAC- -G- -A- - -T-
ATAC GGOAC AGCATATA . TC. AGGAG GTTCATGARC CTCCTTGOAMA- CCCAGETE. L. &5

TG A T ATt iCeTetAesii-G--A-Co--A--CoCT-

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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sowouany 7-ATH

61¢

MA%.US.X.239

CI.88 ucz2

DE.x.BEN

DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02. LA3GGomM
.LA37

.87.D194
G x. IS¥ SBL 6669 85
Cn’86. FG clone NIHZ
187, CAM2CG

.97 .NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI

5N18615T735P4727

.98.LA43
GH.86.D205_ALT
JP.01.IMCI"KR20_1

CI.92.Abt96
AB.CM.03.03CM_516_03
H2 01 AB.C1.90.7312A.
H2-01-AB.JP.04.NMC307 20
H2-01-AB.JP.@7.NMC716-01
H2-01”AB.JP.08.NMC842_10
u. Eﬁ 07. 071¢ NP3
00888 Nikos
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US . x . MM142_TVMXX
MNE.US.82.MNE_8
MNE . US . x . MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.5IVsmLIB1
SMM.SL.92.5IVsmSL92A
SMM.SL.92.5L928

O WIWOWWWEW >>>>>>>>>>>>E>>>>>>>>>> %
)
=

SMM. US04 .GO78
SMM . US . 04 . 6932
SMM . US .04 .M919
SMM . US . 04 .M922
SMM . US . 04 .M923
SMM . US . 04 .M926
SMM.US .04 .MO34
SMM . US .04 .MO35
SMM . US . 04 .M920
SMM.US . 04 .MO46
SMM . US . 04 .M947
SMM . US . 04 .M949
SMM . US . 04 .M950
SMM . US .04 .M951
SMM . US . 04 .M952

S :US 050215

S :US 06 FTg
SHMCUS 11 STV smEGGO_FL10
SMM.US .86, CFU212
SMM.US . x. F236_H4
SMM.US.X.H9 ~
SMM.US . X . PBJA

S CUS X P53
SMM . US - x - SME543
SMM . US . x . pE660. CG7G
STM.US.89.STM 37 16

QATTAGCATACAGAAAACéAAﬁTA%GGATGATATAGATGAGTAAGATGATGAC

Premature stop in SMM239

G
A--C--CAAG--A--G---C-
A--C--TAGG- -A--G---C-
C--z-T---A--A--G---C-

C -
v .- A--C--TAGG--A------ [ CA
.. TAC--C----- [ P 6T

-CC-G--G--AT-G---C-
-C--TAAG--T--G---G-
-T--TAAG- -A--G---G-
-C--TAAG- -A--G- - -GA

CAT--<G--Ce-A--T--GOA----- [

HIV-2 Genomes

3’ LTR U3 start

. .AGGCCAAAAGTTCCCCTAAGAACAATGAGTTACAAATTGGCAATAGACATGTCTCA'I'I'TTATAAAAGAAAAGGGGGGAC?GGAAGGG 9469
R_P__ L M S Y K L A I D M S H F I K E K G G L _E G

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH



0cC
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SowIouan) Z-ATH

sawouan g-AlH

MA% .US.x.239 A'{TlekTI'ACAgTGCAAGAAGACATAGAATC'I'I'AGACATATACTTAGAAAAGGAAGAAGgCATCATACCAGATI'GGCG\GGATI'ACACCTgAGgACCAGSAATTAGATACCCAAAGACATTTGSCTGGCTATGGAAATTAGTCCCTGTAAATGTATgAGATGAGGCACGGGA 9639

CI.88 uc2 8 A T GC G- A--A- CA .GCA-- 9633
DE AG .. GCA-- 9679
.. 9630

.X.BEN
DE.x PEI2 KR KRCG
00. LA38

1.LA4
FR.02. LA3GGomM
.LA37

.87.D194
GH.x. IS¥ SBL 6669 85
Gn’86. FG clone NIHZ
187, CAM2CG

W.X. MDS A -

IN.07.NNVA - fA C—*TH—AGTNG
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI T -A-C--T--TCAT--G

.85. -A- -
SN.86.ST735P4727 -A-C--T--TCAT-- T C . GA-- 91I8
CI.88.UC1 AA-C--T--A-AT--G ...G-AAG 9591
. T- AA -ACA - .G 955

. -T- A--A-----CA AIATZ-G 9
FR.98.LA43 T6-G C T--TCAT T IATIIGTRAGG TACR eAnh1TIE 880
GH.86.D205 ALT -AG- c T- -GC-G--A--A---6-G--GC---CA-C-A-C-GA- - 9593

JP.01.IMCI KR020 1 A G--A. 8697

CI.92.Abt96 9067
AB.CM.03.03CM 510_03
2 01 AB.CI.90.73128 T -T--AG-TGGT-GA
H2-01-AB.JP.04.NMC307 20 T “T--AG-CT-T-GA
H2-01 AB.JP.07.NMC716 01 T ¢ CTOIAG-CT-T-GA
H2-01-AB.JP.08.NMC842"10 T---T--2-AG ~T--AG-CT-T-GA
u. Eﬁ 07. 971C TNP3
U:08: 88 Nikas
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC .US.x. 251 BK2
MAC.US.x.MM132_TVMXX
MNE.US.82.MNE_8
MNE . US . x.MNEG27
SMM. CI.79.SIVsmCI2
SMM.LR.89.5IVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5192B

O WIWOIWEEW >>>>>>>>>>>>E>>>>>>>>>> %
)
=

SMM. US04 .GO78
SMM . US . 04 . 6932

SMM . US .04 .M919

SMM . US . 04 .M922

SMM . US . 04 .M923

SMM . US . 04 .M926

SMM.US .04 .MO34

SMM . US . 04 .MO35

SMM . US . 04 .M920

SMM.US . 04 .MO46

SMM . US . 04 .M947

SMM . US . 04 .M949

SMM . US . 04 .M950

SMM . US .04 .M951

SMM . US . 04 .M952

S US 050215

S :US 06 FTg

SHMCUS 11 STV smEGGO_FL10 A--T
SMM.US .86, CFU212 A--T
SMM.US . x. F236_H4 A--T
SMM.US.X.H9 ~ A--T
SMM.US . X . PBJA A--T
SHMCUS DX P53 A--T
SMM . US - X SME543 A--C
SMM . US . x . pE660. CG7G A--C
STM.US.89.STM 37 16

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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sowouany 7-ATH

| k44

MAC.US.x.239

O WIWOWWWEW >>>>>>>>>>>>E>>>>>>>>>> %
)
=

CI.

.88

.X

WX

8.
187.C
.07.
195,
108,

ucz2

BEN

PEI2 KR_KRCG
LA38

1.LA2
.LA3GGomM
.LA37

.D194
&SY SBL_6669_85
FG clgne NIHZ

NNVA
CRIK 147
NMC786_clone_41

.x.ALI

R

186.D

.01.
92.

ST,JSP4727

205_ALT
IMCI”KR0O20_ 1
Abt96

AB.CM.03.03CM_510_03
H2_01 AB. CI 90. 7312A
H2"01"AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10
U cI. 07 07IC TNP3

.FR.9

U us. 08 NWKOS

.Us.
.Us.

1X.2517BK2,

X MM132_TVMXX
.82.MNE_8
X.MNEG27
.79.SIVsmCI2
.89.STVsmLIB1
192.5TVsmSL92A
192.5L92B

ot OHOUVALRBERREEERRRRRRD
© = [}
i)
&
o

X
X
WX
SX. PGM53
X.
X.
8

x.17EC1
x.251 1Al11
Xx.251"32H PJ5

.PBJA

SME543
PE660. CG7G

189.STM 37 16

c: AA C -ACA
ACT--C-GC--GG TAAG-A---TT ~AGCAT--G- -AACAT
AACT--C-GC- -AGACAT--G- - -ACA-

-ACT--C-GCC-GC-A
ACT---ACT--C-GC---G-A
AGT---ACT--C-GC---G

. ---AC---T-TC---C-
“GAG- - -ACC- ---AC---T-TC---C-
‘GAG- - -ACC- C <-AC---T-TC---C-
GAG- - -ACC- ---AC---T-TC---C-

-AGA--C-GCC-
A----G-C-
C

HIV-2 Genomes

TCEF-1 alpha binding
GGST ............ GAGGAGCATT¢TTEAATGCATCCAGCTCSAACTT%CCSGTGGGATGACCCTTGGGSAGAGGTTC[AGCATGGAAGT;TGATCCAACTCTGGCCTACACTTATGAGGCATATGTTAGATACCCAGAAGAG T;TGgAAgCAAGTgAGECCTGTCA 9796

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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SowIouan) Z-ATH

MAC.

O WIWOIWEEW >>>>>>>>>>>>E>>>>>>>>>> %
)
=

CI.

AB.C
H2_0
H2~0
H2"0
H2~0
U cI.

.FR.9
U us.

X
X
LUS.x
.US.x. PGM53
X.
X.
8

US.x.239

.88 uc2

.X.BEN

.x PEI2 KR_KRCG
0. LA38

.01.LA4
.02.LA3GGomM
.LA37

.87.D194

x. ISY SBL 6669 85
8. FG clone NIHZ
187, CAM2CG

.97 .NNVA

.95.CRIK 147
.08.NMC786_clone_41
.x.ALI

:86:5T735P4727

.98,

186.D205 ALT
101.IMCI"KR020 1
92.Abt96
M.03.03CM_510_03

1_AB. CI 90. 7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716" 01
1_AB.JP.08.NMC842_10

07 07IC TNP3
@8 NWKOS

.US.x.17EC1
.US.x.251 1Al11
.US.x.251"32H P35
.US.x.251 BK2
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.5L92B
.US.04.G078
.US.04.G932
.US.04.M919
.US.04.M922
.US.04.M923
.US.04.M926
.US.04.M934
.US.04.M935
.US.04.M940
.US.04.M946
.US.04.M947
.US.04.M949
.US.04.M950
.US.04.M951
.US.04.M952
us 5.0215

.06.F

L11.

.86.

H9

.PBJA

SME543
'X.pE660.CGTG
.89.STM_37_16

sawouan g-AlH

Nef end_ NF-k-B-II NF-k-B-1
GAGGAAGAGGTTAGAAGAAGGCTAACCGCAAGAGgCCTTCTTAACATGGCTGACAAGAAGGAAACTCGCTGA ................................................................. AACAGCAGGGACTTTCCACAAGGGG . ATGTTAC 9900
-TGG-AGGC--AA- -G-AA- LGAA-A-...... CAGGAACAACCATACTTGGTCAAAGCAGGAAGTAGCTACT
L GAA-A CAGGAACAACCATACTTGGTCAAGGCAGGAAGTAGCTACT . AAGARACAGCTGAGG - T

. GAA
.GAAAACAGCTGAG--
.GAAAACAGCTGAG-
.AGAAACAGCTGAG--T

A-T-A .AGACAGGAACAGCTATATTTGGTCAGAACAGGAAGTAGATGAT.
. ... .CAGGAACAGCTATACTTGGTCAGGGCAGGAAGTAGCTATT .
.. CAGGAACAGCTATATTTGGTCAGGGCAGGAAGCAACTGCT .
. . CAGGAACAGCTATATATGGTCTGGGCAGGAAGTAACTGCT .
. .CAGGAACAGCTATACTTGGTCATGGCAGGAAGTAGCTACT . .GAAAACAGCTGAG- -T
. . CAGGAACAGCTATACTTGGTCAGGGCAGGAAGTAACTAG. . .CAAAACAGCTGAG--T
. CAGGAACAGCTATACTTGGTCAGGGCAGGAAGTAGCTC. . v vt AGCTGAG--T
.. .CAGGAACAGCCATATTTGGTCTGGGCAGGAAGTAGCTACT GAAAACA GCTGAG--T
. CAACAGGAACAGCCATACTTGGTCAAGGCAGGAAGTAGCTACT . GAGAACAGCTGAGGCTGC-G-T
... .CAGGAACAACCATACTTGGTCAGGGCAGGAAATAGCTACT .
- AAACAGGAACAACCATACTTGGTCAGGACAGGAAGTAGCTACT -
.AGACAGGAACAGCTATATTTGGCCAGGGCAGGAAATAACTACT.
. AAACAGGAACAGCTATACTTGGTCAGGGCAGGAAGTAGCTACT.
. GGGCAGGAACAACCATACATGGCCAGGGCAGGAAGTAGCTACT.

44

AACAGGAACAGCTATACTTGGTCAGGGCAGGAAGTAACTAAC AGAAAACAGCTGAG--T
. GCAAGAGACAGCAGCATAAACAGGAACTAGCTGACACTGCACAAGAGGGA . AACTAGCTGAC--C
. .GAT-AG. . ..GCAGGAAACAGCAGCTTAAAGAGGAACTAGCTGACAGTGCATAAACAGG. . AACTAGCTGAC- -

\GAG-AG. . . . ACAGGAAATAACAGCACAAAGAGGAACTAGCTAACACTGCATAGAGAAGGAAACTAGCTGAT - - T
TTAAAGAGGAACTAGCTGACAGTGCATAAGAA , .AGAACTAGCTGAC--T

CACAAGAGG
CAGCAGCATAAACAGGA

. .ACAAGAGACGACAGCATAAACAGGAACTAGCTGACACTGCACAAGAGGGA . AACTAGCTGAC- -T
.ACAGGAAAGCAGCAGCATAAAGAGGAACTAGCTGACGCTGCATAAGAAAGGAAACTGGCTGAC--T
S AACAACAGCATAAAGGGAACTAGCTGACGCTGCATAAGAAAGGAAACTGGCTGAC--T
..ACAGGAAAACAGCAGCATAAAGGGGAACTAGCTGACACTGCATAAGAAAGGAAACTGGCTGAC——T
. ACAGGAAGACAGCAGCATAAAGGGGAACTAGCTGACACTGCATAAGAAAGGAAACTGGCTGAC- -T- -

C.. AGAAGGAAACTAGCTgﬁgCTGA-

R N TGG-AGGCT-AA- - - -AA- -
---A-G- -ATGG-AGGCT - -A- - - -AA-
---A-G--ATGG-AGGCG- -A--G-
---A-G- -ATGG-AGGCG- -A- -G~
A GIATeR AGRES AT

A
GG TAGC - -GAAGAAG-C- - - - CACAAAA-GC- AC T-GCG-AGAAGA- GGAAGCTAGCTAA
-G-TAAC-AGCCAAAA-CGC-G-A-AAGATGGC-G-TA-G-AGGAAAC-AGCTGA. . .. ...
----------- GGA-G--ACA e .

G
A
A
A
A
A
A
A
A
A

GACAGC.AGGGACTTTCCACAAA.

C-T 9936
C———C T 9905

.C---A-- 9554
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sowouany 7-ATH

€7C

MAC.US.x.239

O WODWWEEW >>>>>>>>>>>P>>>>>E>>>> >
I
=

CI.

AB.C
H2 0
H2_0
H2~0
H2~0

CI.

u.
U.FR.96.

u.us.

.US.x.17EC1
.US.x.251 1Al11
.US.x.251"32H P15

.88.UC2

.X.BEN

.X.PEI2_KR_KRCG
00.LA38

.01.LA42
.02.LA36GomM
3. 7

X
.87.D
X ISY SBL 6669 85
.x MCN
. FG clone_NIHZ
.87 CAM2CG

DS

:95.CRIK 147
.08.NMC786 clone 41
X.ALI -

.85.R0D
.86.ST_JSP4_27

198.LA43 . STT---T-
186.D205 ALT T G-TT---T- .
101.IMCI"KRO20_1 AT--oooooo- ) Y P L T-AAACCTC-
92.Abt96 GA-T---Teommmmmnne .. -AAAA-CTC
M.03.03CM 510 03 . G-TT---T- -T-AAA-CTC-
1 AB.CI.90.7312A TT---G- -T-AAGCCTC -
1-AB.JP.04.NMC307 20 TT---G-
1-AB.JP.07.NMC716 01 TT---G-
1-AB.JP.08.NMC842"10
07.07IC TNP3

12032

C CA--GA G GCAA--GA GAG CASG-
08.NWKo8 AGACT---C--G-GGTA-G--A-CGC~-- .

\US.x.2517BK
(U2 X inlas TvMXx

.US.82.MNE_8

“US . x.MNE§27 .

.CI.79.SIVsmCI2 . -TA-AA-CTC-
"LR.89.5TVsmLIB1 . L-T--CT--TC-
1SL.92.5TVsmSL92A . .
15L.92.51928

.US.04.G078

US.04.6932

US.94.M919

US.04.M922

1US.04.M923

US.04.M926

US.04.M934

US04 .M935

US.04.M940

.US.04.M046

US.04.M947

US.04.M949

US.04.M950

1U5.04.M951

US.04.M952

Us:05:0215

US.06.F 3

US.11.51VsnE660 FL1O

1U5.86.C

us F236 7

US.x.HJ

US.x.PBJA

- PE660.CG7G
9.STM 37_16

(=
*
G X X X X X X
o
@
=
o
w

TAR element start
TATA box 3’ LTR U3 end 3 LTR repeat start

-ACC-GCT.GC-
-ACC

-ACC-GCT.
ACC-GCT.GC-T--AT-
-ACC-GCT-GC-T--AT-
G-ACC-GCT.AC----AT-

G-ACC-GCT.-C-T--AT-
G- ACC GCT -C- T--AT-
G-ACC

G-ACC- GCT
-CAAC-GCT.C
G-ACC-GCT.C--T--AT-
T-ACC-GCT. -GCT

AR G-z 2:T- G-A--6-A-T.C
-AACC-GCT. -
C-A

B

. . GGGGAGGTACTGGGGAGGAGCCGGTCGGGAACGCCC . ACTTTCTTGATGTATAAATATC . ACTGCATTTCGCTCTGTA. TTCAGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGGAGGTTCTCTCCAGCACTAGCAGGTAGAGCCTGGGTGTTCCCTGCTAGAI0065
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L107 wnipuadwo)) duanbag ATH

SowIouan) Z-ATH

sawouan g-AlH

TAR element end | Poly-A signal 3° LTR R repeat end 3’ LTR US start
MAC.US.x.239 CTCTCA. CCAGCACTTGGCCGGTGCTGGGCAGAGTGACTCCACGCTTGCTTGCTTA AAGCCCTCTTCAATAAA GCTGCCATTTTAGAAGTAAGCT . AGTGTGTGTTCCCATCTCTCCTAGCCGCCGCCTGGTCAACTCGGTACTCAATAA TAAGAAGACCCTGGT10228
CI.88.UC2 TG--C

.X.BEN
DE.x.PEI2 KR_KRCG
00.LA38

.01.LA42
FR.02.LA36GomM
.LA37

I lalalnlnlnlslnlals

- OOOOOOOOOG

»GCTGC “AG.

X
GM.87.D
GM.X. ISY SBL 6669 85
GM.X. MCN13
GW. 8 FG clone_NIHZ
.87 CAM2CG

DS

IN:95.CRIK 147
JP.08.NMC786_clone 41
TOX.ALT -

SN.85.ROD
SN.86.ST_JSP4 27

186.D205 ALT

JP.01.IMCI"KRO20_1
CI.92.Abt96

AB.CM.03.03CM 510 03

H2 01 AB.CI.90.7312A

H2 01"AB.JP.04.NMC307 20

H2-01"AB.JP.07 .NMC716~01

H2-01AB.JP.08.NMC842"10

U.CI.07.07IC TNP3

U.FR.96.12034

U.US .08 . NWKDS

MAC.US.x.17ECL

MAC.US.x.251 1A11

O WOWWWWW >>>>>>>>>>>P>>>>>E>>>>>
o
=

US X! K.
MAC U3 . MM142. TVMXX
MNE.US.82.MNE_8
MNE.US . x. MNEG27
SMM.CT.79.SIVsmCI2
SMM.LR.89.STVsmLIB1
SMM.SL.92.5TVsmSL92A
SMM.SL.92.5L928

SMM.US.04.G078
SMM.US.04.G932

SMM. US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926
SMM.US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGG@ FL10
SMM.US.86.C

SMM. US. x. F236 H4
SMM. US.x.H9
SMM.US.x.PBJA
SMM. US. x.PGM53

SMM. US. x.SME543
SMM.US. x.pE660.CG7G
STM.US.89.STM_37_16
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sowouany 7-ATH

§TC

3"LTR U5 end,
MAC.US.x.239 CTGTTAGGACCCTTTCTGCTTTGGGAAA. CCGAAGCAGGAAAATCCCTAGCA
CI.88.UC2 T

.X.BEN
DE.x.PEI2 KR_KRCG
00.LA38

.01.LA42
FR.02.LA36GomM
.LA37

X
GM.87.D
GM.X. ISY SBL 6669 85
GM.x. MCN13
GW. 8 FG clone_NIHZ
.87 CAM2CG

DS

IN:95.CRIK 147
JP.08.NMC786_clone 41
TOX.ALT -

SN.85.ROD
SN.86.ST_JSP4 27

186.D205 ALT

JP.01.IMCI"KRO20_1
CI.92.Abt96

AB.CM.03.03CM 510 03

H2 01 AB.CI.90.7312A

H2 01"AB.JP.04.NMC307 20

H2 01"AB.JP.07 .NMC716~01

H2-01AB.JP.08.NMC842"10

U.CI.07.07IC TNP3

U.FR.96.12034

U.US .08 . NWKDS

MAC.US.x.17ECL

MAC.US.x.251 1A11

O WODWWEEW >>>>>>>>>>>P>>>>>E>>>> >
I
=

US X! K
MAC.US.x.MM142_TIVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM.US.04.
SMM.US.04.G932

SMM. US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGG@ FL10
SMM.US.86.C

SMM. US. x. F236 H4
SMM. US.x.H9
SMM.US.x.PBJA
SMM. US. x.PGM53

SMM. US. x.SME543
SMM.US.x.pE660.CG7G
STM.US.89.STM_37_16
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